BV-BRC Test Report

A17. Service — Proteome Comparison - Bacteria

Item to test

Proteome Comparison Service using bacterial genomes

URL

https://www.bv-brc.org/app/SeqgComparison

Prerequisites

Bacterial genome group

https://www.bv-

References brc.org/docs/quick references/services/proteome comparison_service.html
https://www.bv-brc.org/docs/tutorial/proteome comparison/proteome comparison.html
Tester(s) Rebecca Wattam, Maulik Shukla
Test date 08-May-2022 (follow-up from original test)
Test result Passed
Overview

Test Data
Dataset Rational Input Format Input
Brucella representative Workshop | Genome group | Brucella Representative Genomes
genomes example

Test Results

e Test the Proteome Comparison Service using exemplar bacterial genomes.

e Test input options, i.e., selecting genomes one by one, using genome group, and protein fasta file.

e  For each job submitted, verify successful completion of the job, presence of output files, and quality of

results.

e Review interactive proteome comparison viewer and it functions as expected.

e All test datasets and corresponding job results are available in the following public workspace:
https://www.bv-brc.org/workspace/BVBRC@patricbrc.org/BVBRC%20Tests/Proteome%20Comparison

All jobs completed successfully, without any errors.

All jobs resulted in expected output files in corresponding job output directory.

The interactive circular proteome comparison viewer worked as expected.

All test datasets and corresponding job results are available in the following public workspace:
https://www.bv-brc.org/workspace/BVBRC@patricbrc.org/BVBRC%20Tests/Proteome%20Comparison

Below are a series of screenshots showing successful completion of the jobs, availability of the result files in
the workspace, and the viewer.




Status D
completed 7747557
completed 7747178

Parameters @

ADVANCED PARAMETERS (OPTIONAL) ¥
OUTPUT FOLDER

1% Proteome Comparison
OUTPUT NAME

Output Name

Reference Genome ©

Select 1 reference genome from the following options.
SELECT AGENOME

Y Brucella suis 1330 v
ORAFASTAFILE

12| Optional

ORAFEATURE GROUP

12| Optional 2

Comparison Genomes ©
/Add up to 9 genomes to compare (use plus buttons to add).
SELECT GENOME

Y Brucella suis 1330
ANDIOR SELECT PROTEIN FASTAFILE
12 204722.5.PATRIC faa

AND/OR SELECT FEATURE GROUP

- ©
= ©

12| Optional S+ )
AND/OR SELECT GENOME GROUP
¢ Brucella Representative Genomes - & ©
SELECTED GENOME TABLE
Brucella Representative Genomes x

Proteome Comparison should be finished shortly.
Check workspace for results.

Parameters ©
ADVANCED PARAMETERS (OPTIONAL) ¥
OUTPUT FOLDER

1% Proteome Comparison
OUTPUT NAME

Output Name

Reference Genome @
Select 1 reference genome from the following options.

Submit

Comparison Genomes €

Add up to 9 genomes to compare (use plus buttons to add).

SELECT GENOME

Y Brucella suis 1330

ANDIOR SELECT PROTEIN FASTAFILE
% 204722.5.PATRIC.faa

ANDIOR SELECT FEATURE GROUP

- ©
s

2| Optional

ANDIOR SELECT GENOME GROUP

(+]
= ©
(+]

% Brucella Representative Genomes - &

SELECT A GENOME SELECTED GENOME TABLE
Y Brucella suis 1330 - Brucella Representative Genomes x
Gl o 204722.5.PATRIC faa x
| Optional M Brucella suis 1330
ORAFEATURE GROUP
12|optional .|
Proteome Comparison should be finished shortly.
Check workspace for results.
Submit
Service Output Name Submit ¥ Start

Proteome Comparison

Brucella representative

5/8/22, 9:29 AM

genomes - mixed input

Proteome Comparison

Brucella Representative

Genomes Comparison

BVBRC / BVBRC Tests / Proteome Comparison (4 items)

Name
Parent folder
204722.5.PATRIC.faa

T W -

Brucella Representative Genomes
Brucella Representative Genomes Comparison

Brucella representative genomes - mixed input

5/8/22, 9:29 AM

5/7/22, 6:46 PM 5/7/22, 6:46 PM
~  Size Owner
1.4 MB me
7 genomes me
7.0kB me
7.3kB me

Completed

5/8/22, 9:41 AM

5/7/22, 7:01 PM
& n Szw
UPLOAD  ADD FOLDER HIDDEN
Members Created [+}
Public 5/8/22, 9:27 AM
Public 5/8/22, 9:28 AM
Public 5/7/122, 7:01 PM
Public 5/8/22, 9:41 AM



Name - size Owner Members. Created ©

1 Parent folder -

B circos.svg 5.1 MB me Public 5/7122, 7:01 PM
@ circos_final.htm! 11.4 MB me Public 5/7/22, 7:01 PM
@ comp_genome_1.txt 178.0kB me Public 5/7122, 7:01 PM
[ comp_genome_2.txt 193.3kB me Public 5/7/122, 7:01 PM
@ comp_genome_3.txt 181.9kB me Public 5/7/22, 7:01 PM
B comp. _genome_4.txt 186.6 kB me Public 5/7/22, 7:01 PM
@ comp_genome_5.txt 187.2kB me Public 5/7122, 7:01 PM
@ comp_genome_6.txt 184.2kB me Public 5/7/22, 7:01 PM
[® comp_genome_7.txt 189.1 kB me Public 5/7/22,7:01 PM
[® comp_genome_8.txt 184.6 kB me Public 5/7/22, 7:01 PM
[@ genome_comparison.json 11.9 MB me Public 5/7/22, 7:01 PM
[@ genome_comparison.txt 36MB me Public 5/7122, 7:01 PM
[@ genome_comparison.xis 11.0 MB me Public 5/7/22, 7:01 PM
[® Karyotype.txt 66 B me Public 5/7/122, 7:01 PM
B largetiles.txt 408 me Public 5/7/22, 7:01 PM
@ legend.html 24 kB me Public 5/7122, 7:01 PM
@ ref_genome.txt 169.4 kB me Public 5/7/22, 7:01 PM

Brucella sliis 133 umeon- pinnipedialis B2/94 Brucella suis 1330
rof_gonor ref_genom omj omj n comp_gen
38 £0[204722.5.000. e PLF_234_| PGF_0034 hypothetici
527 fig|204722 BROOO PLF_234_{ PGF_0087 Chromosor
376 fig[204722 BRO002 PLF_234_{ PGF_0647 DNA polym
384 f1g[204722 BRO0O3  reck PLF_234_{ PGF_1038 DNA recorr
260 fig[204722 BRO00A PLF_234_| PGF_0586 Molybdopt
:uu £i|204722 BRO00S PLF_234_{ PGF_0001 D-3-phosp!
BRO00S PLF_234_{ PGF_0635 ABC trans.
319 £ial204722 BROOO7 PLF_234_| PGF_1056 ABC transf
365 fia[204722 BROO0S PLF_234_| PGF_0793 ABC transy
615 fig[204722 BRO00Y PLF_234_{ PGF_0910 ABC transy
622 fig[204722 BROO10 PLF_234_{ PGF_0910 ABC trans. 622 fig[520461 B
48 f1g]204722 5 peg.12 PLF_234_| PGF_0012 hypothetici 48 peg. hypothetics

107 11204722 BROO11 PLF_234_| PGF_0103 hypothetici

PLF_234_| PGF_0042 FIG00450¢ bi(<>) 66 £g|520461 BPI_I12

CP002078 FIG00450¢

17 191204722 PLF_234_{PGF_0103 hypothetic:
18 368 £ig|204722 BROO14 PLF_234_{ PGF_0041 ABC trans. bi(<>)  CP002078 18PI_I14 ABC transy

19 234 £ia[204722 BROO16 PLF_234_{ PGF_0094 Methyiglute CP002078 15 Methyiglute

20 1 ig[204722.5.pe9.18 PLF_234_{ PGF_0298 Hydroxyme 18 61
21 250 1|204722,5.peq 19 PLF_234_| PGF_0298 Hydroxyme _womn Hydroxyme 19 250
22 673 fig[204722 BROO18 PLF_234_| PGF_0405 Methylcrotc bi(<>)  CP002078 17 Methylcrotc  0.999 20 673
23 535 fig[204722 BROO19 PLF_234_| PGF_0536 Methylcrotc bi(<>) _ CP002078 21 535
24 382 fig[204722 BRO020 i PLF_234_{ PGF_0003 IsovaleryiC CP002078 22 382
25 48 f1g|204722 5 peg 23 PLF_234_{ PGF_0765 hypothetici CP002078 20 2 hypothetic: 1 23 48
26 662 fig[204722 BROO21 PLF_234_| PGF_0002 Acetoacety bi(<>)  CP002078 21 ssz m szms BPI 121 Acetoacet,  0.998 24 662
27 144 £|204722 BR0022 PLF_234_| PGF_0012 hypothetici CP002078 22 144 fig|520461 BPI_122 hypothetic: 1 25 144
28 373 fig[204722 BR0023 PLF_234_| PGF_0003 Acyltransfe - CP002078 23 373 fig|520461 BPI_L m Acylransfe 1 26 373
29 127 (91204722 BRO024 PLF_234_| PGF_0042 FIG00418¢ CP002078 24 127 FIG00418¢ 1 27 127
30 450 fig[204722 BRO02S PLF_234_| PGF_0784 3-phospho bi(<>)  CP002078 25 450 fig 520461 BP! zs aroA  3phospho  0.998 28 450
31 NC_ 219 £g|204722 BRO026 PLF_234_| PGF_0245 Cytidylate | bi(<>)  CP002078 26 219 £|520461 BPI_I27  cmk Cytidylate | 0.995 29 219
32 49 1ig|204722.5.pe9.30 PLF_234_{ PGF_0746 hypothetici CP002078 27 hypothetict 1 30 49
33 566 ig|204722 BROO27 PLF_234_{ PGF_0993 SSU rbosc CP002078 28 SSU ribosc 1 31 566
34 NC_( 336 £ig|204722 BRO028 PLF_234_{ PGF_0810 Putative m bi(<>)  CP002078 29 336 £ig/520461 BPI_I29 Putatvem 0997 32 336
35 | NC_ 299 £|204722 BRO029 PLF_234_{ PGF_0717 Transcriptic CP002078 30 299 fig|520461 BPI_I30 2 1 33 209
36 |NC_ 191 fig|204722 BROO30 PLF_234_{ PGF_0103 hypothetici 34 191
37 |NC_ 427 fg[204722 BROO31 PLF_234_{PGF_0311 Membrane. CP002078 427 fig[520461 BPI_I32 35 427
38 |NC_ 201 fia[204722 BRO032 PLF_234_| PGF_0246 Recombine CP002078 32 201 fig[520461 BPI_I33  recR 36 201
39 |NC_ 107 £ig|204722 BRO033 PLF_234_{ PGF_0214 Nucleoid-a: CP002078 33 107 £g|520461 BPI_134 37 107
40 |NC_( 602 fig[204722 BRO034 PLF_234_{ PGF_1036 DNA polym bi(<>)  CP002078 34 602 fig[520461 BPI_I35  dnaX 38 602
41 NC_( 134 fig|204722 BROO35 PLF_234_{ PGF_0001 HIT1 PROT bi(<>)  CP002078 35 134 fig|520461 BPI_I36 39 134
42 NC_( 315 fig[204722 BROO36 PLF_234_| PGF_0002 NADH pyro bi(<>)  CP002078 36 315 fig[520461 BPI_I137 40 315
43 NC_( 290 fig[204722 BROO37 CP002078 37 290 £|520461BPI_I38  pheA a1 290
44 NC_ 251 fig|204722 BR0038 PLF_234_| PGF_0041 3-deoxy-mc bi(<>) _ CP002078 38 251 fig|520461 BPI_I39  kdsB 42 251
45 NC_( 192 fi9|204722 BROO39 PLF_234_| PGF_0040 membrane CP002078 40 192 fig|520461 BPI_140 43 192
46 | NC_( 321 £1g[204722 BRO04O PLF_234_| PGF_0002 Molybdoptt bi(<>)  CP002078 a1 321 fig 520461 BPI_l41 a4 321
47 |NC_( 37 191204722.5.0eq.45 PLF_234_{ PGF_0103 hypothetici - CP002078 42 45 37
48 337 fg[204722 BRO042 cyoA  PLF_234_(PGF_0512Cytochrom 46452 47465 + bi(<>)  CP002078 43 46 337
49 659 f1g[204722 BRO043 PLF_234_\PGF_0830 Cytochrom 47545 49524 + bi(<>) _ CP002078 44 47 659
50 209 £g|204722 BROO44 PLF_234_\PGF_0042Cytochrom 49528 50157 + CP002078 45 51 48 209
51 121 wam)ms 34, 50157 50522 + bi(<>)  CP002078 46 51 8PI_146 49 121
52 195 fig|204722 BRO + 51 8PI_148 50 195
53 630 fg1204722 sRonu PLF_234_{ PGF_0751 Outer mem + 8 51 639
54 1579 R004: PLF_234_{ PGF_0707 Inner mem + ) CP002078 52 1579
55 241 wsmoso PLF_234_\PGF_0093L Dranspi 58956 59681 + CP002078 51 53 241
56 1 BRO0S1 59732 59947 - CP002078 52 54 7
57 167 £ig|204722 BRO0S2 60017 60520 - bi(<>)  CP002078 53 FIG00451:  0.994 55 167
58 41 fig|204722 5 pea 56 234 60513 60638 + CP002078 54 hypothetics 1 56 a1
59 68 fig|204722 BRO0S3 PLF_234_\PGF_0755 hypothetici 60857 61063 - CP002078 55 hypothetict 1 57 68
60 |NC_ 351 fig|204722 BROOS4 PLF_234_(PGF_0041 Conserved 61074 62129 - CP002078 56 Conserved 1 58 351




¥
BVBRC / BVBRC Tests / P Comp I Brucella Rep Comparison @ &
VIEW DWNLD
Percent protein sequence identity
Bidirectional best hit fG00N999 998 995 99 98 95 9 8 70 60 50 40 30 20 10
Unidirectional best hit 100 999 998 995 99 928 95 90 80 70 60 50 40 30 20 10

List of tracks, from outside to inside:
1. Brucella suis 1330 (204722.5)
2. Brucella pinnipedialis B2/94 (520461.7)
3. Brucella suis 1330 (204722.5)
4. Brucella ovis ATCC 25840 (444178.3)
5. Brucella microti CCM 4915 (568815.3)
6. Brucella melitensis bv. 1 str. 16M (224914.11)
7. Brucella melitensis biovar Abortus 2308 (359391.4)
8. Brucella canis ATCC 23365 (483179.4)
9. Brucella abortus bv. 1 str. 9-941 (262698.4)
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References

e Proteome Comparison Service Quick Reference Guide

e Proteome Comparison Service Tutorial




