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Item to test

Experiments Data Tab for bacterial and host response datasets

URL

https://www.bv-brc.org/view/Taxonomy/1763#view tab=experiments

https://www.bv-brc.org/view/Genome/10090.24#view tab=experiments

Prerequisites

None

References https://www.bv-brc.org/docs/quick_references/organisms_taxon/experiments.html
Tester(s) Rebecca Wattam, Zach Wallace, Ron Kenyon
Test date 10-Feb-22 (original - passed), 9-May-2022 (follow-up - passed)
Test result Passed
Overview
o Test the Experiment Data Tab with example bacterial and mouse host response datasets.
e Test Filters / facets on the experiment page.
e Select single experiment and review experiment details.
o Test interactive gene list, heatmap viewer, and clustering tool.

Test Results

o Test results were verified by examination of returned data via inspection.
o All operations performed as expected, except download, which did not work.
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Identifier
D GSE11085 Dose response of GSE11095 Transcript Quantifi 3 Mycobacterium tuberculosis
D ium tut Transcript Quantifi 1 Mycobacterium tuberculosis
[ csesra2 Role of IdeR in Iro GSE8732 Transcript Quantifi 3 Mycobacterium tuberculosis
[J osetssrs Maltose-1-Phosph GSE18575 Transcript Quantifi 1 Mycobacterium tuberculosis
O tut Transcript Quantifi 1 Mycobacterium tuberculosis
[ esetoss Role of M. tubercu GSE11096 Transcript Quantifi 16 Mycobacterium tuberculosis
[ eseszot Gene expression ¢ GSE3201 Transcript Quantifi 12 Mycobacterium tuberculosis
D GSE16811 The unique roles c GSE16811 Transcript Quantifi 12 Mycobacterium tuberculosis
[ osesrss Mycobacterium tut GSE8786 Transcript Quantifi 14 Mycobacterium tuberculosis
[ osesss62 Infection of bone n GSE35362 Transcript Quantifi 8 Mycobacterium tuberculosis
[ sess2e Rv3133c/dosR is ¢ GSEB829 Transcript Quantifi 2 Mycobacterium tuberculosis
[} Gsesss0 Amember of the ¢ GSE8830 Transcript Quantifi 2 Mycobacterium tuberculosis
[ osessoss Mapping and mani GSE59086 Transcript Quantifi 209 Mycobacterium tuberculosis
D GSE13780 Intracellular expre: GSE13780 Transcript Quantifi 1 Mycobacterium tuberculosis
[ seseso Role of the extracy GSE8689 Transcript Quantifi 3 Mycobacterium tuberculosis
[ esetsaze Characterization o GSE18426 Transcript Quantifi 7 Mycobacterium tuberculosis
[ eseosst Defined hypoxic m GSE9331 Transcript Quantifi 12 Mycobacterium tuberculosis
[ eset3e08 Transcriptional an: GSE13998 Transcript Quantifi 8 Mycobacterium tuberculosis
[ eses7s0 Complex interactic GSE6750 Transcript Quantifi 4 Mycobacterium tuberculosis
O prc Transcript Quantifi 4 Mycobacterium tuberculosis
[ esessse Inhibition of Respir GSE8839 Transcript Quantifi 35 Mycobacterium tuberculosis
[ eseserz Carboxyltransferas GSES977 Transcript Quantifi 2 Mycobacterium tuberculosis
[ esers3o APhoP point mutz GSE7539 Transcript Quantifi 7 Mycobacterium tuberculosis
D GSE15608 Functional Genom GSE15608 Transcript Quantifi 6 Mycobacterium tuberculosis
) laamiaaaa - . o) aamiaaaan - - - aa
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Type Name
co co
Chelerythrine  Chelerythrine

iron,mutant,iron,m iron,mutant,iron,m
mutant vs wild typc mutant vs wild typt
mutant vs wild type mutant vs wild typc
CONO CONO

strain comparison strain comparison
mutant vs wild typ« mutant vs wild typc
growth curve,grow growth curve,grow
infection infection

oxygen oxygen

mutant vs wild typc mutant vs wild typt
TF overexpression TF overexpressior
mutant vs wild typ« mutant vs wild typc
diamide,mutant vs diamide,mutant vs
mutant vs wild typc mutant vs wild typt
hypoxia,mutant,hy hypoxia,mutant,hy
mutant vs wild type mutant vs wild typt
SDS,SDS,mutant, SDS,SDS,mutant,
mutant vs wild typ« mutant vs wild type
DETA/NO,DNO, hy DETA/NO,DNO hy
growth phase  growth phase
strain comparison  strain comparison
mutant vs wild type mutant vs wild typc

Duration

6 days,24 hrs,4 |
0 days,8 days.60)
12day,6 day,10d4

18 hrs

60 mins,

1 day,8 hrs,7 day

6 hrs,24 hrs,72 h

90 mins,

140 mins, 40 min

120 mins, 30 min
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A Inhibition of Respiration by Nitric Oxide Induces a Mycobacterium tuberculosis Dormancy Program

Study Info
Pl
Institution
Experiment Info

Kevin C Visconti
Stanford Microarray Database (SMD)

An estimated two billion persons are latently infected with Mycobacterium tuberculosis. The host factors that initiate and maintain this latent state and the mechanisms by which M. tuberculosis survives within latent lesions

properties. Evidence for the possible significance of NO comes

from murine models of tuberculosis showing progressive infection in animals unable to produce the inducible isoform of NO synthase and in animals treated with a NO synthase inhibitor. Here, we show that O2 and low,

of a 48-gene regulon, which is expressed in vivo and prepares bacilli for survival during long periods of in vitro dormancy. NO was found to reversibly

inhibit aerobic respiration and growth. A heme-containing enzyme, possibly the terminal oxidase in the respiratory pathway, likely senses and integrates NO and O2 levels and signals the regulon. These data lead to a

by NO tion and O2 limitation constrains M. tuberculosis replication rates in persons with latent tuberculosis.

D 233094
Name GSE8839
Title Inhibition of Respiration by Nitric Oxide Induces a Mycobacterium tuberculosis Dormancy Program
Description
are compelling but unanswered questions. One such host factor may be nitric oxide (NO), a product of activated
nontoxic of NO it modulate the
model that, within inhibition of
Public Repository GEO
Public Identifier GSE8839
PubMed 12953092
Experiment Type Transcript Quantification
Organism Mycobacterium tuberculosis
Strain clinical H37Rv,CDC1551
Treatment Type DETA/NO,DNO,hypoxia,KCN,hypoxia,oxygen,reference,KCN,DETA/NO,KCN

Treatment Name
Treatment Duration
Biosets

Genome ID
Additional Metadata

DETA/NO,DNO,hypoxia,KCN,hypoxia,oxygen,reference, KCN,DETA/NO, KCN
140 mins, 40 mins,2 hrs,4 days,20 mins,24 hrs,16 hrs,0 days,1 hrs,5 mins,8 hrs

35
83332.12

None available
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Name Name Title Type Name Description Type Name Amount Duration Count o
0O GSES839  Inhibition of R Transcript Qu high aeration Differential  Mycobacterium tuberculosis clinical DETANO  DETANO 2839 HOE
D GSE8839 Inhibition of R Transcript Qu Rv3132-4KO Differential  Mycobacterium tuberculosis H37Rv DNO DNO 40 mins 3839 0
O GSE8839  Inhibition of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis cinical DETANO  DETANO 24 hrs 3839 GuioE
(m] GSE8839  Inhibition of R Transcript Qu Rv3133 Comy Differential  Mycobacterium tuberculosis H37Rv DNO DNO 40mins 3839
(m] GSE8839  Inhibition of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 5 mins 3839
C] ‘GSEB8839 Inhibition of R Transcript Qu 0.5 mM KCN Differential  Mycobacterium tuberculosis clinical KCN,hypoxia KCN,hypoxia 2hrs 3839
(] GSE8839  Inhibition of R Transcript Qu MTB1254 Dax Differential  Mycobacterium tuberculosis dlinical reference  reference 0days 3839
(] GSE8839  Inhibition of R Transcript Qu low aeration ( Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 3839
D GSE8839 Inhibition of R Transcript Qu H37Rv Rv31% Differential  Mycobacterium tuberculosis H37Rv hypoxia hypoxia 4 days 3839
(m] GSE8839  Inhibition of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis cinical DETANO  DETANO 16 hrs 3839
(] GSE8839  Inhibition of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 140mins 3839
(] GSE8839  Inhibition of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis clinical DETANO  DETANO 1hrs 3839
(m] GSEB839  Inhibition of R Transcript Qu 1.0 mM DETA Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 40mins 3830
(] GSEB839  Inhibition of R Transcript Qu high aeration Differential  Mycobacterium tuberculosis cinical DETANO  DETANO 3839
(] GSEB839  Inhibition of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis clinical DETANO  DETANO 24 hrs 3839
O GSEB839  Inhibition of R Transcript Qu low aeration € Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 3839
(m} GSE8839  Inhibition of R Transcript Qu low aeration ¢ Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 3839
(m] GSE8839  Inhibition of R Transcript Qu high aeration Differential  Mycobacterium tuberculosis cinical oxygen  oxygen 3839
O GSE8839  Inhibition of R Transcript Qu 2hr Hypoxia / Differential  Mycobacterium tuberculosis clinical hypoxia hypoxia 2hrs 3839
(] GSE8839 on of R Transcript Qu 0.05 mM DET Differential  Mycobacterium tuberculosis dinical DETANO  DETANO 40mins 3839
(] GsEss39 n of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis cinical DETANO  DETANO 8hrs 3839
(] GSE8839 n of R Transcript Qu H37Rv Rv31: Differential  Mycobacterium tuberculosis H37Rv hypoxia  hypoxia 4days 3839
(] GSE8839 n of R Transcript Qu high aeration Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 3839
(] GSEB839 n of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis dlinical DETANO  DETANO 20mins 3839
(] GSEB839  Inhibition of R Transcript Qu 0.5 mM KCN Differential  Mycobacterium tuberculosis cinical KON KCN hrs 3839
D GSE8839 Inhibition of R Transcript Qu Rv 0.05mM D Differential  Mycobacterium tuberculosis H37Rv DETANO DETANO 40 mins. 3839
(] GSE8839  Inhibition of R Transcript Qu 0.5 mM DETA Differential  Mycobacterium tuberculosis dinical DETANO  DETANO 2hrs 3839
(] GSE8839  Inhibition of R Transcript Qu high aeration Differential  Mycobacterium tuberculosis cinical DETANO  DETANO 3839
T T — o, P o Pep— - — -
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Table Heatmap
Filter By -‘a
tt DOWNLOAD
O O © Bioset Name o Locus Tag Name Samples Up Down [+)
O O & high aeration 0.005 mM DETANO /MTB stre [ fig|83332.12.peg.640 RVO577 27 kDa antigen Cfp308. 35 14 21
O O & Rv3132-4K0 0.05mM DNO 40m / Control; R [  fig|83332.12.peg.2652 Rv2289 CDP-diacylglycerol pyrophosphatz 35 7 28
O O & 0.5mMDETANO 24hrs 0.5mM DNO 40min (]  ig|83332.12.peg.1098 Rv0985¢ Large-conductance mechanosensi 35 i 24
O O @ Rv3133 Comp 0.05mM DNO 40m /Rv3133 ¢ (] fig|83332.12.peg.327 Rv0295¢ Sulfotransferase 35 17 18
O O & 0.5mMDETANO 5min/ MTB strain 1254 Ct | [ fig|83332.12.peg 599 Rv0540 Uncharacterized nucleoside dipho: 35 20 15
O O & 05mMKCN 2hr hypoxia/ MTB strain 1254 ¢ ] fig|83332.12.peg.2980 Rv2670c AFG1 family ATPase 35 9 26
O O & MTB1254 Day 0/MTB1254 Day 0 [ fg183332.12.peg.3777 Rv3381c Insertion element IS6110 (Mycoba 35 15 20
O O @ lowaeration 0.001 mM DETAINO / MTB strai [  fig|83332.12.peg.2059 Rv1847 Putative esterase 34 23 "
O O @ H37RvRv3132-34 KO hypoxia 4 day /H37R | [ fig|83332.12.peg 541 Rv0489 Phosphoglycerate mutase (EC 5.4 35 19 16
O O & 05mMDETANO 16hrs/MTB strain 1254 C ] fig|83332.12.peg.1567 Rv1402 Helicase PriA essential for oriC/Dn 35 10 25
O M & A st AETARIA aneie 10TR it anea £ (7] 018333 12,peg.1486 Rv1325¢ PE_PGRS family protein => PE_P 35 25 10
Filter by one or more keywords or locus tags [0) figieassz.12.pe9.3415 Rv3061c Acyl-CoA dehydrogenase (EC 1.3. 34 24 10
(0] figi83332.12.peq.3688 Rv3300c Pseudouridine synthase (EC 4.2.1 35 16 19
[O) figis3ssz.12.peg.1974 RVI767 Possible carboxymuconolactone d 35 18 17
[ figieassz.12.peq.3774 Rv3379c 1-deoxy-D-xylulose 5-phosphate s 34 28 6
Fiter by |Log Ratiol: 0 . [0) figie33sz.12.peg.4046 RV3630 putative membrane protein 35 24 1
[0) figie3332.12.peq.1967 Rv1763 Insertion element IS6110 (Mycoba 35 21 14
il >= v
Filter by P value >=[0 () fig|83332.12.peg.1306 Rv1161 Respiratory nitrate reductase alph: 35 28 7
Filter by |Z-scorel: |0 - [O) figiea33z.12.peq.1265 Rv1129¢ XRE family transcriptional regulatc 35 19 16
[0) figie33s2.12.pe9.3815 Rv3418c Heat shock protein 10 kDa family ¢ 35 16 19
[ fq183332.12.peg. 1802 Rv1618 Acyl-CoA thioesterase Il (EC 3.1.2 35 2 £
() figie3ssz.12.peg.4317 Rv3872 PE family protein => PE35, interac 35 12 2
[O) figieassz.12.peq.3271 Rv2035 Phenolpthiocerol synthesis type-! § 35 19 16
[0) figie3332.12.peq.1133 Rv1018c N-acetylglucosamine-1-phosphate 35 27 8
[ fqi83332.12.peg.3512 Rv3146 NADH-ubiquinone oxidoreductase 35 4 31
[ foi83332.12.peg.4027 Rv3610c Cell division-associated, ATP-depe 35 19 16
7] fn1r2322 12 nan 2800 RU2RR1~ MRI fnld motalin-hudrnlaca cinar 26 2 12
1 - 200 of 3839 results 12 3..20)>
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Name Name Title Type Name Description Treatment |\ me Amount Duration  Count
Type
( SBRIAA  SBRI_AA_E1 SBRI_AA_E1 Transcript Qu SBRI_AA_VN This is a resu MS-Proteomic Mus musculus Not Applicable Infectious Age VN1203(6+2) 1.00E+05 PF! 12 88
( 1M005 IMOO5-P  IM005-P  Protein Quani IM0OS_VN12( This is a resul MS-Proteomi« Mus musculus Not Applicable Infectious Age VN1203-CIPC 1.00E+04 PF! 168 847
( IM101 IM101-R  IM101-R  Transcript Qu IM101-R_CA( Differential ex Microarray Di Mus musculus C578U6) Infectious Age A/Califomnia/0 10000 PFU 48 330
( WCT001 ~ WCT001-R WCT001-R  Transcript Qu WCT001-R _V Differential ex Microarray Di Mus musculus C57BL6J Infectious Age West Nile Vin 100 FFU 24 3886
( SMo14 SMO14-R  SMO14-R  Transcript Qu SMO14_nsp1i This is a resu Microarray Di Mus musculus Not Applicable Infectious Age icSARS dNSF 1.00E+05 PFI 24 1
( SMo14 SM014-R  SMO14-R  Transcript Qu SM014_nsp1i This is a resul Microarray Di Mus musculus Not Applicable Infectious Age icSARS dNSF 1.00E+05 PF1 48 2021
( IM102 IM102-R  IM102-R  Transcript Qu IM102-R_AH- Differential ex Microarray Di Mus musculus C578U6) Infectious Age AH1-NS1-L1C 10000 PFU 48 159
( 1IM002 IMO02-R  IMO02-R  Transcript Qu IM002_Mex_- This is a resul Microarray Di Mus musculus Not Applicable Infectious Age Mex/4482/09 1.00E+06 PFI 72 1421
( IM007 IMOO7-R  IMOO7-R  Transcript Qu IM0O7_VN12( This is a resul Microarray Di Mus musculus Not Applicable Infectious Age VN1203-CIPC 1.00E+03 PFI 24
( WLN002 ~ WLN002-R WLNOO2-R  Transcript Qu WLN002-R_V Differential ex Microarray Di Mus musculus C57BL6J Infectious Age West Nile Vin 100 FFU 144 3805
( IM005 IMOO5-R ~ IMO0S-R  Transcript Qu IM0OS_PB2_¢ This is a resul Microarray Di Mus musculus Not Applicable Infectious Age VN1203-CIPC 1.00E+04 PFI 24
[[J  DediegoM_At DediegoM_Al DediegoM_Al Transcript Qu DediegoM_Al Differential E» Microarray Di Mus musculus Not Applicable Infectious Age SARS wild ty; 100000 PFU 48 3820
( SM003 SM003-R  SMO03-R  Transcript Qu SMOO3_SAR( This is a resul Microarray Di Mus musculus Not Applicable Infectious Age iIcSARS CoV 1.00E+05 PF1 48
( 1M005 IMOO5-R  IMO05-R  Transcript Qu IM0OS_PB2_¢ This is a resul Microarray Di Mus musculus Not Applicable Infectious Age VN1203-CIPC 1.00E+04 PFI 96 720
( IMO0SA IMOOBA-P  IMOOBA-P  Protein Quani IMOOGA_PB1- This is a resul MS-Proteomi« Mus musculus Not Applicable Infectious Age VN1203-CIPC 1.00E+03 PFI 96 248
( WLNOO2 ~ WLN002-R WLNOO2-R  Transcript Qu WLNOO2-R_V Differential ex Microarray Di Mus musculus C57BL/8) Infectious Age West Nile Vin 100 FFU 48 8311
[J mot1s IMO15-R  IMO15-R  Transcript Qu IMO15_B6_C; This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+05 PFI 96
[ oot IMOO1-R IM0O1-R Transcript Qu IM001-R_2_1 This is a resul Microarray Di Mus musculus Not Applicable Infectious Age VN1203 (HSN 1.00E+03 PF1 48 1002
( CA04M001  CA04MO01-R CA04MOD1-R Transcript Qu CAO4M001_1 This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+03 PFI 24
O 101 IM101-R  IM101-R  Transcript Qu IM101-R_VN" Differential ex Microarray Di Mus musculus C57BLBS Infectious Age AlVietnam/12 476 PFU 24 185
( M101 IM101-R  IM101-R  Transcript Qu IM101-R_VN" Differential ex Microarray Di Mus musculus C57BLG) Infectious Age AVietnam/12 476 PFU 48 3339
( IM102 IM102-R  IM102-R  Transcript Qu IM102-R_AH- Differential ex Microarray Di Mus musculus C57BL/6J Infectious Age A/Anhui/1/20° 10000 PFU 168 4808
[J smoo7 SM007-R  SMO07-R  Transcript Qu SM007_CXCI This is a resul Microarray Di Mus musculus Not Applicable Infectious Age SARS CoV M 1.00E+04 PFI 96
( SM001 SMO01-P  SMO01-P  Protein Quani SM001_MA1! This is a resul MS-Proteomic Mus musculus Not Applicable Infectious Age SARS CoV M 1.00E+02 PF1 48 300
1 - 200 of 324 results 2)
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) DediegoM_AUM_( DediegoM_AUM_( GSES9185 Transcript Quantifi 4
D IMO10-R IMO10-R GSE40792 Transcript Quantifi 5
[J smorzr SMO12-R GSE49262 Transcript Quantifi 8
O P G P Protein Quantifical 8
[ moos-r IMO09-R GSE36328 Transcript Quantifi 6
[ Mooz IM0O7-R GSE44445 Transcript Quantifi 8
[J mo1sr IMO15-R GSE51526 Transcript Quantifi 4
[J mootp 1M001-P PASS00418 Protein Quantificat 11
) wwnooz-R WLN002-R GSE78888 Transcript Quantifi 8
[ mMoo2-R IM002-R GSE36328 Transcript Quantifi 12
[J wesootr WCB001-R GSE77193 Transcript Quantifi 8
[ mo1R IM101-R GSE69945 Transcript Quantifi 11
[J kuoo2r KLO02-R GSE54048 Transcript Quantifi 12
[J mooa-r IM004-R GSE37572 Transcript Quantifi 4
[J mooesR IM00BB-R GSE44441 Transcript Quantifi 4
[J cAo4moot-R  CAO4MOOI-R  GSE37569 Transcript Quantifi 16
[ moos-p IM0O5-P PASS00420 Protein Quantifical 4
[ smotar SMO14-R GSE49263 Transcript Quantifi 8
O imoosaRr IMO0BA-R GSE43302 Transcript Quantifi 4
D SM007-R SM007-R GSES50878 Transcript Quantifi 6
[ smoosr SMO03-R GSE50000 Transcript Quantifi 16
D SMO19-R SMO19-R GSE40824 Transcript Quantifi 4
D SM009-R SM009-R GSE51387 Transcript Quantifi 4
[J  smoos-r SMO04-R GSE51386 Transcript Quantifi 6
[} P P PN
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Organism Strain

Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus C578L6J
Mus musculus
Mus musculus C578L6J
Mus musculus Cs7BL6J
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus

Mus musculus
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Type Name Amount Duration
Infectious Agent  SARS small deletii 100000 PFU 48
Infectious Agent  VN1203 (H5N1) | I 1.00E+03 PFU 48,144
Infectious Agent  SARS CoV MA15 1.00E+05 PFU  24,48,96,168
Infectious Agent  CAO4 (HIN1) | Mo 1.00E+04 PFU, 1.0 24,48,96,168
Infectious Agent  CA04 (HIN1) | Mo 1.00E+06 PFU  24,72,120
Infectious Agent  VN1203-CIP048_F 1.00E+03 PFU,1.0 24,48,96,168
Infectious Agent  CAO4 (HIN1) | Mo 1.00E+05 PFU 48,96
Infectious Agent  VN1203 (HSN1) | I 1.00E+02 PFU,1.0 24,48,96,168
Infectious Agent  West Nile Virus wil 100 FFU 24,48,96,144
Infectious Agent  Bris/59/07 (HIN1) 1.00E+06 PFU  24,72,120
Infectious Agent  West Nile Virus wil 100 FFU 24,48,96,144
Infectious Agent  A/California/04/09 10000 PFU,476 PI 24,48,96,168
Infectious Agent  A/Anhui/1/2013 (H 1.00E+05 PFU  24,72,120
Infectious Agent  VN1203-CIP048_F 1.00E+04 PFU  24,48,96,168
Infectious Agent  VN1203-CIP048_F 1.00E+04 PFU  24,48,96,168
Infectious Agent  CA04 (HIN1) | Mo 1.00E+03 PFU, 1.0 24,48,96,168
Infectious Agent  VN1203-CIP048_F 1.00E+04 PFU  24,48,96,168
Infectious Agent  SARS CoV MA15 1.00E+05 PFU  24,48,96,168
Infectious Agent  VN1203-CIP048_F 1.00E+03 PFU  24,48,96,168
Infectious Agent  SARS CoV MA15 1.00E+04 PFU  48,96,168
Infectious Agent  SARS CoV MA15 1.00E+04 PFU,1.0 24,48,96,168
Infectious Agent  SARS CoV MA15 1.00E+05PFU 96,168
Infectious Agent  SARS CoV MA15 1.00E+05PFU 96,168
SARS CoV MA15 1.00E+04 PFU 96,168

Infectious Agent
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A CA04M001-R

Study Info
Name

Title
Description

Pl
Experiment Info
D
Name
Title
Description
PoC
Experimenters
Public Repository
Public Identifier
Dol
Experiment Type
Measurement Technique
Experiment Protocol
Organism
Treatment Type
Treatment Name
Treatment Amount
Treatment Duration
Biosets
Genome ID
Additional Metadata

CA04MO01

CA04MO01 :A/CA/04/09 (H1N1) infection in C57BL6 mice with variable doses and times post infection.

Purpose: To look at the host response to different doses across 4 time points after infection. Samples were collected for both transcriptomics and proteomics. General Design: 20 week-old C57BI6 mice; Three Doses = 1E3, 1E4,

1ES, 1E6 (PFU); Time points of 1, 2, 4 and 7 days; ~5 mice/time point for infections; 3 mice/timepoint for time matched mocks

Michael G. Katze, Ralph Baric

169

CA04MO01-R

CA04MO01-R

CA04M001-R: Mouse infections with A/CA/04/2009 (H1N1)
Lynn Law, University of i D of

Lisa Gralinski, Ralph Baric, Michael Katze
GEO

GSE37569

10.35094/WF4H-PY09

Transcript Quantification

Array

Seattle, WA, gllaw@u.washington.edu; Michael Katze , University of

of

Seattle, WA, honey@u.washington.edu

T002.0P_Qiagen_RNeasy_Mini_Protocol.pdf,T003.0P_Nanochip_Bioanalyzer_protocol.pdf,T004.1P_cRNA_Probe_Synthesis.pdf,T005.0P_4X44K_Hyb_only_protocol.pdf, T006.0P_Operating_the_Agilent_Microarray_Scanner.pdf

Mus musculus

Infectious Agent

CA04 (H1N1) | Mock Infection

1.00E+03 PFU,1.00E+04 PFU,1.00E+05 PFU,1.00E+06 PFU
24,48,96,168

16

10090.24,10090.24

None ausilahle
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Name Name Title Type Name Description Type Name Amount Duration Count
[J cA04MOO1  CAO4MOO1-R CAO4MO01-R Transcript Qu CA04MOD1_1 This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (HIN1) 1.00E+03 PFI 24
[J cA04MOO1  CAO4MOO1-R CA04MOO1-R Transcript Qu CA04MOD1_4 This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+06 PFI 96 1470
[J cA04MOO1  CAO4MOO1-R CA04MO01-R Transcript Qu CAO4MOD1_7 This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (HIN1) 1.00E+03 PFI 168 612
() cA04M001  CA04MOO1-R CAD4MO01-R Transcript Qu CAO4MO01_1 This is a resu’ Microarray Dit Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+06 PFI 24
[J cA04MOO1  CAO4MOO1-R CA04MO01-R Transcript Qu CAO4MOD1_2 This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+04 PFI 48
() cA04MOO1  CA04MOO1-R CAO4MOO1-R Transcript Qu CAO4MO01_4 This is a resul Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (HIN1) 1.00E+04 PFI 96 896
() cA04M001  CA04MOO1-R CAD4MO01-R Transcript Qu CAO4MO01_4 This is a resul Microarray Dil Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+03 PFI 96 545
() cA04MOO1  CA04MOO1-R CAD4MOO1-R Transcript Qu CAO4MO01_4 This is a resu’ Microarray Di Mus musculus Not Applicable Infectious Age CA04 (H1N1) 1.00E+05 PFI 96 1725
[C) cA04M001  CA04MOO01-R CAO4MOO1-R Transcript Qu CA04MO01_2 This is a resul Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+05 PFI 48 776
() cA04M001  CA04MOO1-R CAD4MO01-R Transcript Qu CAO4MO01_1 This is a resu’ Microarray Dit Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+05 PFI 24 1
() cA04Mo01  CA04MOO1-R CAD4MOO1-R Transcript Qu CA04MO01_1 This is a resul Microarray Di Mus musculus Not Applicable Infectious Age CA04 (H1N1) 1.00E+04 PFI 24
[J CcA04MOO1  CAO4MOO1-R CA04MOO1-R Transcript Qu CA04MOD1_7 This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (HIN1) 1.00E+04 PFI 168 2526
[ cA04MOO1  CA04MOO1-R CAO4MOO1-R Transcript Qu CAO4MO01_7 This is a resul Microarray Dir Mus musculus Not Applicable Infectious Age CA04 (H1N1) 1.00E+06 PFI 168 2728
[J) cA04M001  CA04MOO1-R CAD4MO01-R Transcript Qu CAO4MO01_2 This is a resu’ Microarray Dit Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+03 PFI 48
[J cA04MOO1  CAO4MOO1-R CA04MOOD1-R Transcript Qu CAO4MOD1_7 This is a resu Microarray Di Mus musculus Not Applicable Infectious Age CAO4 (HIN1) 1.00E+05 PFI 168 2872
[0 cA04Mo01  CA04MOO1-R CAO4MO01-R Transcript Qu CAO4MO01_2 This is a resu’ Microarray Dit Mus musculus Not Applicable Infectious Age CAO4 (H1N1) 1.00E+06 PFI 48 1323
Fg= Bioset Result
LE_I
E Heatmap
Filter By .‘.
t DOWNLOAD
O O @ Bioset Name [Jio Locus Tag Name Samples Up Down [+}
O O & CA04M001_1day_E3pfu_HIN1 () A_s1_Pa32e41 chemokine (c-x-c motif) ligand 10 11 it 0
O O & cA04M001_dday_E6pfu_H1N1 () a_s1_p3oro7e riken cdna 1190001m18 gene 4 4 0
O O & CA04M001_7day_E3pfu_HIN1 () A_s2_perers riken cdna 130000209 gene 9 9 0
O O & CA04M001_1day_E6pfu_HIN1 () A_s2_P3sissa riken cdna 1500005i02 gene 10 10 0
O O & cA04M001_2day_E4pfu_HIN1 [ A_s1_p1600s3 riken cdna 1500035n22 gene 8 0 8
O O & CA04M001_4day_Edpfu_HIN1 () A_s1_P199ss2 riken cdna 160001410 gene 7 7 0
O O & CA04M001_4day_E3pfu_HIN1 [ A_52_pP1asiss riken cdna 1600014c10 gene 8 8 0
O O & CA04M001_4day_ESpfu_HIN1 () A_s2_p77093 riken cdna 160001410 gene 2 2 0
O O & CA04M001_2day_ESpfu_HIN1 () A_s1_P236s9t riken cdna 170000101 gene 5 5 0
O O & CA04M001_1day_ESpfu_HIN1 () A_s2_p28aaro riken cdna 1700001p01 gene 4 4 0
O TR nanannas dun mase e () A_s2_ps20a6 riken cdna 1700013¢18 gene 3 1 2
Filter by one or more keywords or locus tags D A 52_P1098520 iken cdna 1700016622 gene 7 0O 3
[} A_s2_paraaes riken cdna 1700021k02 gene 7 0 7
[ A_s2_pe25270 riken cdna 1700024g13 gene 8 0 8
[ A_51_p1saszr riken cdna 1810065¢05 gene 10 10 0
Filter by |Log Ratiol: 0 = [ A_51_psosz37 riken cdna 2010106901 gene 3 3 0
[} A_51_p3zazs riken cdna 2010110p09 gene 4 0 4
Fiter by P value >= 0 . [ A_51_p220403 riken cdna 2210415113 gene 10 10 [}
Filter by [Z-score|: 0 - [} A_s2_pe70766 riken cdna 2210415113 gene 10 10 0
[J ast1_piss21a riken cdna 2310007a19 gene 1 0 1
[ A_s1_pa70s30 riken cdna 2310014I17 gene 2 2 0
[J a_s1_pso0215 riken cdna 2310016722 gene 10 10 0
() A_s1_Passora riken cdna 2310020a21 gene 10 10 0
[J A_s2_ps2ases riken cdna 2310020a21 gene 10 10 0
[J A_s2_pasaatt riken cdna 2310031207 gene 10 10 0
[} A_52_P3oos3s riken cdna 2310043m15 gene 5 [}
[1 & &1 pa12as> rikan rdna 2410004108 nena 7 7 n
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2

Filter by P value >= 0

Filter by |Z-score|: 0

Filter

D
A_51_P503494
A_52_P852190
52_P148289
_52_P294510
51_P444447
51_P171075
51_P394210
52_P14103
51_P187750

_51_P505372

51_P515018
52_P54274
51_P513568

_52_P211172
51_P185415

_51_P470630

52_P907731

A
A

A

A

A

A

A

A
A_51_P249989
A

A

A

A

A

A

A
A_51_P303332
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A_52_P996664
A_51_P128397
A_51_P137125
A_52_P708015
A_52_P15461
A_51_P229992
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1 - 200 of 1968 results

Locus Tag

Name Samples

activity regulated cytoskeletal-assc 3

3
riken cdna d030028a08 gene 2
fibrinogen-like protein 1 2
ccaatlenhancer binding protein (c/ 2
colony stimulating factor 2 (granuk 2
fibroblast activation protein 2
interferon activated gene 205 2
lung-inducible neuralized-related ¢ 2
adp-ribosyltransferase 2b 2
traf2 binding protein 2
hydroxysteroid (17-beta) dehydrog 2
mannan-binding lectin serine pepti 2
syntaxin 11 2

interferon alpha family, gene 12 2

interleukin 5 2
riken cdna 2310014117 gene 2
hypothetical loc552877 2

mit, microtubule interacting and tre 2
ladybird homeobox 1 homolog (dr¢ 2
2

nuclear receptor subfamily 4, grou 2

myosin binding protein h 2
2
interleukin 15 2
2
forein family 2 memhar 2 2
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