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D17. Interactions Data Tab

Item to test

Interactions Data Tab

URL

https://www.bv-brc.org/view/Taxonomy/209#view tab=interactions

Prerequisites

None

References https://www.bv-brc.org/docs/quick_references/organisms_taxon/interactions.html
Tester(s) Rebecca Wattam, Ron Kenyon
Test date 6-Jan-2022 (original — passed), 9-May-2022 (follow-up-passed)
Test result Passed
Overview
o Test the Interactions Tab with example bacterial data.
o Test Filters.
e Test Graph View.
e Test Graph functions.

Test Results

o Test results were verified by examination of returned data via inspection and filters.
e All operations performed as expected.




Helicobacter:

Table view:

"T'\ Taxon View
L ¥ 1 Bacteria »

Overview P

AMR P Proteins

Table Graph
<
DOWNLOAD | KEYWORDS

Category Q  Evidence

HPI (1)
PPI (29126)

Interactor A
1ig|85963.7.peg.204
fig|85962.8.peg.644
191679897.3.peg. 1180
ig|85962.8.peg.790
fig|85962.8.peg.141
ig|85962.8.peg.226
ig|85963.7.peg.1217
ig|85962.8.peg.1383
ig|85962.8.peg.1519
ig|85962.8.peg.1270
1ig|85963.7.peg.237
ig|85962.8.peg.172
ig|85963.7.peg 621
ig|85962.8.peg.58
ig|679897.3.peg.1246
1ig|85963.7.peg.312
1ig|85963.7.peg 423
1ig|85963.7.peg.74
ig|679897.3.peg.94
ig|85962.8.peg.132
fig|85962.8.peg.1346
ig|679897.3.peg. 1066
ig|85963.7.peg 44
() figi85963.7.peg.1316

00000000000 000000000oooo

() figie5962.8.peg.312
1 - 200 of 5000 results

computational (211791)
experimental (29127)

Gene A
fabl

SurE

pIF
figl
PO
ureE
FrpB2
infC

gyrA

experimental

<

EVIDENCE %

Detection Method

3 hybrid method (1)

adenylate cyclase complementation (1)
affinity chromatography technology (10)
anti bait coimmunoprecipitation (1)

cosedimentation (1)
cross-linking study (1)
domain fusion (104)

experimental interaction detection (157)
gene neighbourhood (1674)
inference (527)

Desc A Interactor B
Enoyl-{acyl-carrier-protein] fig|85963.7.peq.926
‘Chemotaxis protein CheV ( fig|85962.8.peg.1429
5-nucleotidase SurE (EC 3 fig|679897.3.peg.1205
N-carbamoylputrescine am fig|85962.8.peg. 1499
Serine transporter fig|85962.8.peg.615
Phosphatidate cytidylyltran fig|85962.8.peg.1396
SSU ribosomal protein S12 fig|85963.7.peg. 1318
hypothetical protein ig|85962.8.peg.680
LSU ribosomal protein L34, fig|85962.8.peg. 1578
Polyribonucleotide nucleot fig|85962.8.peg.969
Peptide methionine sulfoxic fig|85963.7.peg.999
FIG000859: hypothetical pr fig|85962.8.peg. 173
Inorganic pyrophosphatase fig|85963.7.peg.995
Proline dehydrogenase (EC fig|85962.8.peg.808
LSU ribosomal protein L6p fig|679897.3.peg.1259
Flagellar hook-associated f fig|85963.7.peg.1552
SSU ribosomal protein S1§ fig|85963.7.peg. 1340
Urease accessory protein | fig|85963.7.peg.77
Iron-regulated outer membi fig|679897.3.peg.351
Translation initiation factor fig|85962.8.peg.229
Protein ycel precursor
DNA gyrase subunitA (EC fig|679897.3.peg.1196
GDP-L-fucose synthetase ( fig|85963.7.peg.1016

ig|85962.8.peg.1403

SSU ribosomal protein S4g fig|85963.7.peg. 1452

Dipeptide transport ATP-bir fig|85962.8.peg.313

» Heli (3037 G )

Protein Structures

Interaction Type

association (157)

direct interaction (4)
physical association (1538)
physical interaction (790)
predicted interaction (273

Gene B

hopB

secF

oorD

psM

aspA

fisA

W
rocF
piD
ureA

tonB2

argF

PPIA

Specialty Genes = Domains and Motifs

Source Db Q Genome Name A

bind (8)

biocyc (155)

dip (796)

gene ontology (11)
intact (677)

kegg pathways (556)
mint (959)

mpidb (29)

string (27377)

Desc B Category
Outer membrane protein/p PPI

Two-component system se PP

Protein translocase subunil PPI

Ribonuclease J (endonucle PPI

2-oxoglutarate/2-oxoacid fe PPl

hypothetical protein PPI
SSU ribosomal protein $12 PPI
Aspartate ammonia-lyase ( PPI
Uncharacterized protein jh; PP
6-carboxy-5,6,7,8-tetrahydi PPI
Small-conductance mechal PPI
Porphobilinogen synthase ( PP
Cell division protein FtsA  PPI
Guanosine-3'5bis(diphos PPI
LSU ribosomal protein L23 PPI
Arginase (EC 3.5.3.1) PPI
LSU ribosomal protein L4p PPI
Urease gamma subunit (EC PPI
Ferric siderophore transpoi PPI
Phospholipid-binding prote PPI
Ferric siderophore transpot PPI
Omithine carbamoyltransfe PPI
hypothetical protein PPI
Peptidyl-prolyl cis-trans iso PPI

Dipeptide transport ATP-bir PP

Epitopes

Helicobacter acinonychis str. Sheeba (241)
Helicobacter bizzozeronii Clll-1 (35)
Helicobacter hepaticus ATCC 51449 (717)
Helicobacter mustelae 12198 (3609)
Helicobacter pylori 26695 (15589)
Helicobacter pylori J99 (8931)
Helicobacter pylori SouthAfrica7 (5)

Interaction Type
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
physical interaction

predicted interaction
physical interaction

predicted interaction
predicted interaction
predicted interaction
physical association
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction
predicted interaction

predicted interaction

Q Genome Name B

Helicobacter acinonychis str. Sheeba (2
Helicobacter bizzozeronii Clll-1 (35)
Helicobacter hepaticus ATCC 51449 (71
Helicobacter mustelae 12198 (3609)
Helicobacter pylori 26695 (15588)
Helicobacter pylori J99 (8931)
Helicobacter pylori SouthAfrica7 (5)
Homo sapiens (1)

Detection Method ~ Evidence (4]

predictive text mining experimental

predictive text mining,interc experimental,computatior

predictive text mining experimental
predictive text mining experimental
predictive text mining experimental
predictive text mining experimental

predictive text mining,interc experimental computatior

two hybrid experimental
predictive text mining experimental
two hybrid experimental
predictive text mining experimental

predictive text mining,gene experimental,computatior
predictive text mining experimental
two hybrid experimental

predictive text mininginterc experimental,computatior
predictive text mining experimental
predictive text mining,interc experimental,computatior
predictive text mining,interc experimental,computatior
predictive text mininginterc experimental,computatior
predictive text mining experimental
predictive text mining experimental

predictive text mininginterc experimental,computatior
predictive text mining experimental
predictive text mining experimental

inference,predictive text mi computational experiment

2 3..25)>




Graph View:

I"T'| Taxon View
1 Bacteria » ia » Epsil ia » C: » Heli » (3037 )
—
Overview AMR Proteins | Protein Pt De ins and Motifs  Epitopes !
Table Graph
—
G  HbPwen  Lyow

. Microbial protein

_ Hostprotein Export
@ selected

= Predicted interaction

= Experimentally verified




Filter: Interaction type — physical association
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Graph View




Graph function: Subgraph — select with 20 or more nodes
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Graph function: Layout — concentric
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