BV-BRC Test Report

D2. Overview Data Tab - Virus

Item to test Overview Data Tab
URL https://www.bv-brc.org/view/Virus/10239
Prerequisites None
References https://www.bv-brc.org/docs/quick references/organisms_taxon/overview.html
Tester(s) Anna Niewiadomska, Ron Kenyon
Test date 10-Feb-2022 (original-passed), 8-May-2022 (follow-up-passed)
Test result Passed
Overview

e Test the viral data Overview Tabs.
¢ Verify that links from each group go to correct location.
e Check other links to verify correct operation.

Test Results

e Testresults were verified by examination of returned data via inspection.
o All links went to correct locations in the website.



Viruses:

T“l Virus View
L ¥ Viruses ( 7063732 Genomes )

Overview | Taxonomy Genomes Proteins | Protein Structures Domains and Motifs | Epitopes = Experiments

Virus Data Summary || NN Vs Families

Families 71 Single-S ded Positive-Si ded Negative-S Double-Si ded RNA Featured Viruses
Genera 1645 RNA
Species 20758 v Reoviridae Bacteriophages
Genomes / Segments 7063732 Caliciviridae Bunyavirales
Protein Coding Genes (CDS) 122048276 . .
Mature Peptides 121967039 | Single-Stranded DNA Dengue virus
P Coronaviridae Filoviridae
3D Protein Structures (PDB) 11502 " .
Parvoviridae \
i . Ebolavirus
Flaviviridae Paramyxoviridae Partially Double-Stranded
0 Enterovirus
Hepeviridae Orthomyxoviridae Hepadnaviridae
-

Hepatitis C

Picornaviridae iridae virus
Influenza A
irus
Togaviridae v
. -
Asfarvmdae OC . Lassa Virus
- |
= 2

Herpesviridae SARS-CoV-2

7 T @ Adenoviridae
G Rhabdoviridae

@

% Polyomaviridae

Zika Virus

Caliciviridae:



"T'l Taxon View

L ¥ 1 Viruses » Pisuviricota » Pisoniviricetes » Picornavirales » Caliciviridae ( 61776 Genomes )

Overview = Taxonomy | Genomes | Proteins | Protein Structures | Domains and Motifs | Epitopes = Experiments

Taxonomy Summary | NS G-nomes By Metadat [

Taxon ID 11974
Taxon Name Caliciviridae
Taxon Rank family Host Isolation Country
Genera " Others (28633)
Species 235 an Mammal (4491)
Genomes / Segments 61776 Lab (809)
Protein Coding Genes (CDS) 146924 olluscs (172)
ers (190)
Mature Peptides 56303 Brazil (3302)
3D Protein Structures (PDB) 261 Human (4062

South Korea (5454) China (11373)

Reference/Representative Genomes _ Japan (6744)

Collection Year

Type « Genome Name

Oth 15!
Reference Porcine enteric sapovirus Cowden ' ers (31559)
Reference Feline calicivirus Urbana
Reference Rabbit hemorrhagic disease virus FRG
Reference Norovirus Gl 2015 (5273)
Reference Vesicular exanthema of swine virus

2017 (3692) 2016 (4828)
Reference European brown hare syndrome virus 2010 (3702)

EBHSV-GD

Reference Calicivirus strain NB
Reference Walrus calicivirus

Coronaviridae:

l'T'l Taxon View
L. ¥ 1 Viruses » Pisuviricota » Pisoniviricetes » Nidovirales » Coronaviridae ( 4871563 Genomes )

Overview Taxonomy Genomes Proteins  Protein Structures | Domains and Motifs = Epitopes  Experiments

Taxonomy Summary | NS Geromes By Metadat [

Taxon ID 11118
Taxon Name Coronaviridae
Taxon Rank family Host Isolation Country
Genera 5
. United Kingdom (1
Species 976 Mammal (15288) rmany (304811)
Genomes / Segments 4871563 Avian (8734) Switzerland (124332)
Protein Coding Genes (CDS) 112428750 Lab (2125) rs (196382)
Mature Peptides 120008025 Human (467 Others (80)
3D Protein Structures (PDB) 1727
Reference/Representative Genomes || NEGTGTcNEINGG USA (2168024)
Collection Year
Type « Genome Name
Reference Murine hepatitis virus MHV-A59 ' 2022 (991408)
o o 2020 (272992)
Reference Feline infectious peritonitis virus 79-1146 2014 (3608)
Reference Human coronavirus 229E hers (23282)
Reference Bovine coronavirus BCoV-ENT
Reference Porcine epidemic diarrhea virus CV777 2021 (3310654)
Reference SARS coronavirus Tor2
Reference Human coronavirus NL63 Amsterdam |
Reference Human coronavirus OC43 ATCC VR-759
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Flaviviridae:
r'1.1 Taxon View

I Viruses » Kitrinoviricota » Flasuviricetes » Amarillovirales » Flaviviridae ( 373669 Genomes )

Overview Taxonomy Genomes

Proteins

Protein Structures = Domains and Motifs = Epitopes

Experiments

Taxonomy Summary | Genomes By Metadata [

Taxon ID

Taxon Name

Taxon Rank

Genera

Species

Genomes / Segments
Protein Coding Genes (CDS)
Mature Peptides

3D Protein Structures (PDB)

Reference/Representative Genomes || NEGTcNEEG

Kyasanur Forest disease virus .

Murray Valley encephalitis virus

11050
Flaviviridae
family

5

372
373669
439257
865082
881

Japanese encephalitis virus

Bovine viral diarrhea virus 1 NADL

P T S S S,

Type « Genome Name
Reference
Reference
Reference
Reference
Reference Dengue virus 2 16681
Reference Dengue virus 3
Reference Dengue virus 1
Reference West Nile virus 956
Pfmmmnn

Hepeveridae:

Taxon View

Human (191124)

Host

Lab (35198)
Mammal (26129)
Insect (6811)
rs (5028)

Collection Year

Others (141665)

2009 (13438)

2011 (12202)
2008 (11937)
2012 (11827)

" |
LT.I Viruses » Kitrinoviricota » Alsuviricetes » Hepelivirales » Hepeviridae ( 20612 Genomes )

Overview Taxonomy | Genomes

Proteins

Protein Structures = Domains and Motifs | Epitopes

Others (159151)

Canada (17865)
Spain (26068)

Wil @

Isolation Country

USA (44493)

China (29242)

Experiments

Taxonomy Summary [N Genomes By Metadat [

Taxon ID

Taxon Name

Taxon Rank

Genera

Species

Genomes / Segments
Protein Coding Genes (CDS)
Mature Peptides

3D Protein Structures (PDB)

291484
Hepeviridae
family

3

44

20612
44974

240

2

Reference/Representative Genomes || NEGTGTzNGEGIEG

Type a
Reference
Reference
Reference
Reference
Reference

Reference

Picornaviridae:

Genome Name

Cutthroat trout virus

Orthohepevirus B

Hepatitis E virus rat/R63/DEU/2009
Sogatella furcifera hepe-like virus

Rana hepevirus agile forg/RD6/2015/HUN
Orthohepevirus D

Host

Human (10550)

Collection Year

Others (10213)

2015 (1179)

uman Mammal (6079)

Lab (560)
Avian (151)
Others (65)

2012 (1456)

2014 (1449)
2013 (1220)

Isolation Country

Others (8496)

United Kingdom (:

Japan (2977) France (3609)

China (3143)



r'1.1 Taxon View
L ¥ 11 Viruses » Pisuviricota » Pisoniviricetes » Picornavirales » Picornaviridae ( 152327 Genomes )

P
Overview | Taxonomy | Genomes @ Proteins | Protein Structures | Domains and Motifs | Epitopes | Experiments

Taxonomy Summary | NS G-nomes By Metadata [

Taxon ID 12058
Taxon Name Picornaviridae
Taxon Rank family Host Isolation Country
Genera 49 Others (82698)
Species 1017 Mammal (16184)
Genomes / Segments 152327 Lab (3581)
Protein Coding Genes (CDS) 195824 Avian (994)
Mature Peptides 312394 ers (175)
3D Protein Structures (PDB) 360 Human (96666 )
India (6303) China (34676)
Reference/Representative Genomes || NEGEGTNGENEG USA (6785)
Japan (7545)
Collection Year
Type ~ Genome Name
Reference Theilovirus GDVII . Others (76283)
Reference Enterovirus D Enterovirus 70
Reference Enterovirus B
Reference Encephalomyocarditis virus Ruckert 2014 (11479)
Reference Hepatovirus A 2013 (10682)
2011 (9123)
Reference Rhinovirus B14 2010 (10637)
Reference Enterovirus A
Reference Enterovirus E VG-5-27
Pafmemman Pmemnbmciimin A Pammams
Togaviridae:

"1.1 Taxon View
I Viruses » Kitrinoviricota » Alsuviricetes » Martellivirales » Togaviridae ( 12270 Genomes )

A
Overview | Taxonomy Genomes @ Proteins | Protein Structures = Domains and Motifs = Epitopes = Experiments

Taxonomy Summary | G-nomes By Metadata [

Taxon ID 11018
Taxon Name Togaviridae
Taxon Rank family Host Isolation Country
Genera 2 Others (4558)
Species 61 Insect (1671) Lab (1527)
Genomes / Segments 12270
human Mammal (658)
Protein Coding Genes (CDS) 29468 s (278)
Mature Peptides 52250 Brazil (717)
3D Protein Structures (PDB) 91 USA (1499)

Thailand (814)

Reference/Representative Genomes _ Human (5312) India (1467)

Collection Year
Type « Genome Name
Reference Venezuelan equine encephalitis virus Others (5998)
Reference Onyong-nyong virus
Reference Ross River virus NB5092
Reference Sindbis virus 2009 (785)
Reference Barmah Forest virus BH2193 2019 (684)
Reference Semliki Forest virus 2014 (635) 2010 (637)
Reference Mayaro virus
Reference Sleeping disease virus

P afmcamnn [ S U T 77 S SOOI ¥ PRty

Bunyavirales:



"T'l Taxon View
L ¥ 1 Viruses » Negarnaviricota » Ellioviricetes » Bunyavirales ( 49495 Genomes )

Overview | Taxonomy  Strains = Genomes | Proteins | Protein Structures = Domains and Motifs = Epitopes = Experiments

Taxonomy Summary | N Genomes By Metadata [

Taxon ID 1980410

Taxon Name Bunyavirales

Taxon Rank order Host Isolation Country

Families 13 Others (23613)

Genera 55 Plant (6289) Insect (4511)

Species 1294

Genomes / Segments 49495 ers (4501)

Protein Coding Genes (CDS) 110539 Human (11

Mature Peptides 4100 South Korea (2315) China (7277)
3D Protein Structures (PDB) 225 an Mammal (12500) Russia (3881)

USA (6080)

Reference/Representative Genomes _

Collection Year

Type « Genome Name Others (25840)

Reference Athtab bunya-like virus A14-49.4 '

Reference Athtab bunya-like virus A14-49.4

Reference Tomato spotted wilt tospovirus 2013 (3004)

Reference Tomato spotted wilt tospovirus CPNH9 2012 (2797)

Reference Tomato spotted wilt tospovirus BR-01 2016 (2661) 2015 (2793)
(CNPH1) strain BR-01 (CNPH1)

Reference Rice grassy stunt tenuivirus IRRI

Reference Rice grassy stunt tenuivirus IRRI

Reference Rice grassy stunt tenuivirus IRRI

Filoviridae:

T'TW Taxon View
- Viruses » Negarnaviricota » Monijiviricetes » Mononegavirales » Filoviridae ( 4421 Genomes )

—
Overview Taxonomy | Genomes  Proteins | Protein Structures Domains and Motifs | Epitopes | Experiments

Taxonomy Summary | G-nomes By Metadata [

Taxon ID 11266

Taxon Name Filoviridae

Taxon Rank family Host Isolation Country

Genera 7 Guinea (430)

Species 19 an Mammal (486) Liberia (257)
Genomes / Segments 4421 3 Others (504)
Lab (415) Democratic
Protein Coding Genes (CDS) 58784
Mature Peptides 18
3D Protein Structures (PDB) 147
Human (3064)
Reference/Representative Genomes _

Sierra Leone (1550)

Collection Year

Type « Genome Name
2018 (274)
2019 (543,
Reference Marburg marburgvirus 43
Reference Zaire ebolavirus Others (676)
Reference Reston ebolavirus 2015 (883)
Reference Sudan ebolavirus
Reference Tai Forest ebolavirus
: q 2014 (1424)
Reference Bundibugyo ebolavirus
Reference Marburg marburgvirus
Reference Lloviu cuevavirus
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Paramyxoviridae:

T'T7 Taxon View
L

Overview  Taxonomy Genomes | Proteins

Protein Structures | Domains and Motifs

- Viruses » Negarnaviricota » Monjiviricetes » Mononegavirales » Paramyxoviridae ( 62504 Genomes )

Epitopes

Experiments

Taxonomy Summary | G-nomes By Metadat

Taxon ID 11158
Taxon Name Paramyxoviridae
Taxon Rank family Host Isolation Country
Genera 19 ) Others (31341)
Species 620 Avian (10430)
in Mammal (6538)
Genomes / Segments 62504
Protein Coding Genes (CDS) 169582 Lab (2841)
Mature Peptides 87 hers (147)
3D Protein Structures (PDB) 13 Japan (3074) China (10005)
Reference/Representative Genomes _ Human (30286) India (3147) A G249)
Collection Year
Type « Genome Name
Others (29911)
Reference Measles morbillivirus Ichinose-B95a '
Reference Murine respirovirus Ohita
Reference Human respirovirus 3
Reference Hendra henipavirus 2017 (6146)
Reference Canine morbillivirus Onderstpoort
P 2018 (3928) 2019 (4383)
Reference Bovine respirovirus 3 2016 (4053)
Reference Tupaia paramyxovirus
Reference Nipah henipavirus
Pafmcmman v o i A NA A ban ADRA
Orthomyxoviridae:
rT'l Taxon View
L. B 1 Viruses » Negarnaviricota » Insthoviricetes » Articulavirales » Orthomyxoviridae (941755 Genomes )
D ——]
Overview = Taxonomy | Strains | Genomes Proteins | Protein Structures | Domains and Motifs | Epitopes | Experiments

Taxonomy Summary [ G-nomes By Metadata [

Taxon ID 11308

Taxon Name Orthomyxoviridae
Taxon Rank family

Genera 8

Species 129

Genomes / Segments 941755

Protein Coding Genes (CDS) 2503355

Mature Peptides 667084

3D Protein Structures (PDB) 1085

Reference/Representative Genomes ||| NEGTcNGEG

Type 4 Genome Name

Reference Wellfleet Bay virus 10-280-G .
Reference Wellfleet Bay virus 10-280-G

Reference Wellfleet Bay virus 10-280-G

Reference Wellfleet Bay virus 10-280-G

Reference Wellfleet Bay virus 10-280-G

Reference Wellfleet Bay virus 10-280-G

Reference Wellfleet Bay virus 10-280-G

Reference Salmon isavirus 810/9/99

Pafacaman Oalanmm fmmsdma AADD

Host
Avian (253769)
Mammal (122204)
Lab (41068)
ers (11503)
Human (507309)
Collection Year
Others (567326)
2017 (95086)
2009 (77271) 2019 (79820)
2018 (78381)

Isolation Country
Canada (25119)
Australia (28251)

Others (277528)

China (99675)

USA (463163)



Pneumoviridae:

I‘T7 Taxon View
I Viruses » Negarnaviricota » Monjiviricetes » Mononegavirales » Pneumoviridae (47954 Genomes )

S
Overview | Taxonomy | Genomes @ Proteins | Protein Structures | Domains and Motifs | Epitopes = Experiments

Taxonomy Summary | Genomes By Metadat [

Taxon ID 11244

Taxon Name Pneumoviridae

Taxon Rank family Host Isolation Country

Genera 4 Others (25647)

Species 14 Lab (2862)

Genomes / Segments 47954 Avian (400)

Protein Coding Genes (CDS) 175672 mmal (206)

Mature Peptides 19 Others (45)

Human (354

3D Protein Structures (PDB) 123 China (6704)
Ref R . USA (2616)

eference/Representative Genomes ||| EGTGNGEG:GEG Jopan (2658) Kenya (4126)

Collection Year
Type 4 Genome Name
) Others (22525)

Reference Human orthopneumovirus B1
Reference Respiratory syncytial virus S2 ts1C
Reference Bovine orthopneumovirus ATue51908
Reference Pneumonia virus of mice J3666 2012 (3693)
Refi P irus dog/Bari/100-12/ITA/2012

eference neumovirus dog/Bari 2011 (2775) 2013 (3545)
Reference Human orthopneumovirus 2015 (2930)
Reference Bovine respiratory syncytial virus

ATCC51908 ATCC 51908
Reference Human metapneumovirus 00-1
Poxviridae:

"T'| Taxon View
L ¥ 1 Viruses » Negarnaviricota » Monjiviricetes » Mononegavirales » Rhabdoviridae ( 36515 Genomes )

A
Overview | Taxonomy @ Genomes | Proteins | Protein Structures | Domains and Motifs | Epitopes Experiments

Taxonomy Summary | EEEEEEEE G-nomes By Metadata [

Taxon ID 11270

Taxon Name Rhabdoviridae

Taxon Rank family Host Isolation Country

Genera 39 Fsh (1827) Others (18203)

Species 519 Insect (1279)

Genomes / Segments 36515 Lab (829)

Protein Coding Genes (CDS) 105732 ers (1365)

Mature Peptides 40

3D Protein Structures (PDB) 42 USA (4000)

Nonhuman Mal South Africa (1802)

Reference/Representative Genomes | NENENREEEEG China (3045) Brazil (3558)

Collection Year
Type 4 Genome Name
Reference Viral hemorrhagic septicemia virus Fil3 . Others (17513)
Reference Snakehead virus
Reference Rabies lyssavirus
Reference Vesicular stomatitis Indiana virus 2008 (1651)
Reference Sonchus yellow net nucleorhabdovirus 2009 (1649)
2012 (1441)
Reference Infectious hematopoietic necrosis virus 2013 (1310)
WRAC
Reference Northern cereal mosaic cytorhabdovirus

Reference Bovine ephemeral fever virus



Rhabdoviridae:

"T'l Taxon View

I Viruses » Negarnaviricota » Monjiviricetes » Mononegavirales » Rhabdoviridae ( 36515 Genomes )

Overview Taxonomy Genomes

Proteins

Protein Structures | Domains and Motifs | Epitopes

Experiments

Taxonomy Surmmary N G--omes By Metadata [

Taxon ID 11270

Taxon Name Rhabdoviridae
Taxon Rank family
Genera 39

Species 519
Genomes / Segments 36515
Protein Coding Genes (CDS) 105732
Mature Peptides 40

3D Protein Structures (PDB) 42

Reference/Representative Genomes || NEGEGTczTcNGEGIE

Type

Reference
Reference
Reference
Reference
Reference

Reference

Reference

Reference

Reoviridae:

Genome Name

Viral hemorrhagic septicemia virus Fil3
Snakehead virus

Rabies lyssavirus

Vesicular stomatitis Indiana virus
Sonchus yellow net nucleorhabdovirus

Infectious hematopoietic necrosis virus
WRAC

Northern cereal mosaic cytorhabdovirus

Bovine ephemeral fever virus

Host

Nonhuman Mal

Collection Year

Others (17513)

Fish (1827)
Insect (1279)

Lab (829)

hers (1365)

2008 (1651)

2009 (1649)
2012 (1441)
2013 (1310)

Isolation Country

Others (18203)
USA (4000)

South Africa (1802)

China (3045) Brazil (3558)



r'T1 Taxon View
I Viruses » Duplornaviricota » Resentoviricetes » Reovirales » Reoviridae ( 136480 Genomes )

S
Overview | Taxonomy = Genomes @ Proteins | Protein Structures = Domains and Motifs | Epitopes | Experiments

Taxonomy Summary | NN G-nomes By Metadat [

Taxon ID 10880
Taxon Name Reoviridae
Taxon Rank family Host Isolation Country
Genera 16 Nonhuman Mammal (24613) Others (83075)
Species 385 Lab (3843)
Genomes / Segments 136480 Avian (3180)
Protein Coding Genes (CDS) 280119 rs (6474)
Mature Peptides 209
3D Protein Structures (PDB) 183 USA (16621)
Reference/Representative Genomes [ NENEGTcNEIBz "™ 7 South Africa (8856) Japan (3965)
China (9339)
Collection Year
Type “« Genome Name
Reference Trichoplusia ni cypovirus 15 §  Others (80395)
Reference Trichoplusia ni cypovirus 15
Reference Trichoplusia ni cypovirus 15
Reference Trichoplusia ni cypovirus 15 2013 (12567)
Reference Trichoplusia ni cypovirus 15 2012 (11044)
. P . 2016 (7698)
Reference Trichoplusia ni cypovirus 15 2014 (8780)
Reference Trichoplusia ni cypovirus 15
Reference Trichoplusia ni cypovirus 15
Pafacmman Teiabanlimia o ;oo an AE
Parvoviridae:
r'T'l Taxon View
I Viruses » Cossaviricota » Quintoviricetes » Piccovirales » Parvoviridae ( 27757 Genomes )
P
Overview  T: y G P i Protein Structures A Domains and Motifs | Epitopes | Experiments
Taxonomy Summary | G-nomes By Metadata [
Taxon ID 10780
Taxon Name Parvoviridae
Taxon Rank family Host Isolation Country
Genera 27 Others (12628)
Species 697 Lab (3663)
Human (5558)
Genomes / Segments 27757 )
in Coding Genes (CDS) 69871 Avien (9539
Protein Coding Genes ers (675)
Mature Peptides 32
3D Protein Structures (PDB) 122 Ttaly (984)
i Brazil (1286) China (6067)
Reference/Representative Genomes _ Nonhuman Mammal (10807) s (1366)

Collection Year
Type « Genome Name
Reference Parvovirus NIH-CQV ' Others (12372)
Reference Parvovirus YX-2010/CHN CnPPV_JH13
Reference Lupine bocavirus South Douro
Reference Parus major densovirus PmDNV-JL 2017 (1933)
Reference Porcine parvovirus 2 BR/GO/ion_09_PPV- 2011 (1524) 2018 (1677)
212011 2016 (1617)
Reference Protoparvovirus Zsana/2013/HUN
Reference Pseudoplusia includens densovirus IAF

Reference Solenopsis invicta densovirus SiDNV-Arg



Hepadnaviridae:

r Taxon View

-
|_T_1 Viruses » Artverviricota » Revtraviricetes » Blubervirales » Hepadnaviridae ( 124718 Genomes )
A

Overview = Taxonomy Genomes

Proteins | Protein Structures | Domains and Motifs | Epitopes

Experiments

Taxonomy Summary | NS Genomes By Metadata [

Taxon ID 10404

Taxon Name Hepadnaviridae

Taxon Rank family Host
Genera 6

Species 32

Genomes / Segments 124718

Protein Coding Genes (CDS) 357433

Mature Peptides 676

3D Protein Structures (PDB) 56 Human (896

Reference/Representative Genomes || EGTNGEGIE

Collection Year
Type 4 Genome Name
Others (48492)
Reference Parrot hepatitis B virus PL
Reference Sheldgoose hepatitis B virus Ashy-headed
sheldgoose hepatitis B virus
Reference Tibetan frog hepatitis B virus 243398
Reference Tinamou hepatitis B virus 160050
2006 (6265)
Reference White sucker hepatitis B virus RR173 2009 (6405)
Reference Roundleaf bat hepatitis B virus
RBHBV/GB09-256/Hip_rub/GAB/2009
Reference Snow goose hepatitis B virus SGHBV1-13

Adenoviridae:

Mg ! Taxon View

LT.I Viruses » Preplasmiviricota » Tectiliviricetes » Rowavirales » Adenoviridae ( 23000 Genomes )
S

Overview | Taxonomy | Genomes @ Proteins

Lab (10367)
Mammal (270)

Protein Structures = Domains and Motifs | Epitopes

Isolation Country

Others (47246)

Avian (42)
Others (3)

Argentina (39
Netherlands (
India (4830)

China (42072)

2012 (13120)

2007 (6423)

Experiments

Taxonomy Summary [N G-nomes By Metadata [

Taxon ID 10508

Taxon Name Adenoviridae

Taxon Rank family Host
Genera 7

Species 560 Lab (2762)

Genomes / Segments 23000

Protein Coding Genes (CDS) 156692

Mature Peptides 14

3D Protein Structures (PDB) 129

Reference/Representative Genomes [ N | EGNGTcNEIBGz  ~- o
Collection Year

Type « Genome Name
Reference Lizard adenovirus 2 ' Others (11083)
Reference Odocoileus adenovirus 1
Reference Polar bear mastadenovirus 1
Reference Psittacine adenovirus 3
Reference Psittacine aviadenovirus B
Reference Simian adenovirus 13 P-9 2015 (1282)
Reference Simian adenovirus 16 C-8
Reference Simian adenovirus 19 AA153

P afmcnmnn
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Avian (2037)

human Mammal (1774)

Isolation Country

Others (9753)

Others (64)
India (868)
Japan (1255)
Brazil (1268)

China (4845)

2016 (1449)

2013 (1373)
2011 (1311)



Asfarviridae:

Taxon View

pit— |
I.T_I Viruses » Nucleocytoviricota » Pokkesviricetes » Asfuvirales » Asfarviridae ( 7617 Genomes )

Overview = Taxonomy Genomes

Proteins

Protein Structures | Domains and Motifs | Epitopes

Experiments

Taxonomy Summary | NS Genomes By Metadata |

Taxon ID 137992
Taxon Name Asfarviridae
Taxon Rank family
Genera 2

Species 3
Genomes / Segments 7617
Protein Coding Genes (CDS) 74380
Mature Peptides 58

3D Protein Structures (PDB) 49

Reference/Representative Genomes || NEGEGTzNNGEGEIEG

Type

Reference
Reference
Reference
Reference
Reference
Reference
Reference

Reference

P afmcmmnn

Herpesviridae:

T'T'l Taxon View

-

Genome Name

African swine fever virus
African swine fever virus
African swine fever virus
African swine fever virus

African swine fever virus

African swine fever virus BA71
African swine fever virus BA71V

African swine fever virus Benin 97/1

Afuimmm munimn £mvimm s iimim 7

Host

L ¥ 1 Viruses » Kitrinoviricota » Alsuviricetes » Hepelivirales » Hepeviridae ( 20612 Genomes )

Overview Taxonomy Genomes

Proteins

Isolation Country

Others (2948)

Lab (671)
Tick (157)
Human (6) 1ty (337)
Nonhuman Mal
Kenya (449) Viet Nam (1342)
Poland (895)
Collection Year
Others (2708)
2018 (288)
2020 (999)
2017 (496)
2019 (586)
Protein Structures | Domains and Motifs | Epitopes | Experiments

Taxonomy Summary | G-nomes By Metadat [

Taxon ID 291484
Taxon Name Hepeviridae
Taxon Rank family
Genera 3

Species 44
Genomes / Segments 20612
Protein Coding Genes (CDS) 44974
Mature Peptides 240

3D Protein Structures (PDB) 2

Reference/Representative Genomes || EGTcTczNEING

Type

Reference
Reference
Reference
Reference
Reference

Reference

-

Genome Name

Cutthroat trout virus

Orthohepevirus B

Hepatitis E virus rat/R63/DEU/2009
Sogatella furcifera hepe-like virus

Rana hepevirus agile forg/RD6/2015/HUN
Orthohepevirus D

Polyomaviridae:

Host

uman Mammal (6079)

Lab (560)

Avian (151)

Others (65)

Human (10550)
Collection Year
Others (10213)

2012 (1456)
2014 (1449)
2015 (1179) 2013 (1220)

Isolation Country

Others (8496)

United Kingdom (:

Japan (2977) France (3609)

China (3143)



T'T'l Taxon View
- Viruses » Cossaviricota » Papovaviricetes » Sepolyvirales » Polyomaviridae ( 12968 Genomes )

Overview | Taxonomy | Genomes @ Proteins | Protein Structures | Domains and Motifs = Epitopes | Experiments

Taxonomy Summary | Geromes By Metadata [

Taxon ID 151341
Taxon Name Polyomaviridae
Taxon Rank family Host Isolation Country
Genera 7 b (1564) Others (5165)
Species 251
Genomes / Segments 12968 Mammal (1070)
Protein Coding Genes (CDS) 39244 Avian (28)
3D Protein Structures (PDB) 69 Others (10)
Japan (910)
Reference/Representative Genomes || NGEEGTczNGEIGIGEG
Human (4117) Germany (564) China (841)
USA (626)

Type “ Genome Name Collection Year
Reference Sheep polyomavirus 1 VH4-S14 . Others (2452)
Reference Lonchura maja polyomavirus 1 14534/2011
Reference Marbled eel polyomavirus AMV-1
Reference Pan troglodytes verus polyomavirus 8 Ch-

Regina 2016 (525)
Reference Philantomba monticola polyomavirus 1 9781 2015 (364)

GN365 2009 (479) 2012 (502)
Reference Potamochoerus porcus polyomavirus 1 9780

PI225

Poxviridae:

r'T'l Taxon View
1 Viruses » Nucleocytoviricota » Pokkesviricetes » Chitovirales » Poxviridae ( 11630 Genomes )

S
Overview Taxonomy Genomes | Proteins | Protein Structures Domains and Motifs Epitopes | Experiments

Taxonomy Summary | G-nomes By Metadata [

Taxon ID 10240
Taxon Name Poxviridae
Taxon Rank family Host Isolation Country
Genera 22 Others (4927)
Species 276 b (2162) Human (696)
Genomes / Segments 11630
. . Avian (548)
Protein Coding Genes (CDS) 299874
ers (217)
Mature Peptides 34
3D Protein Structures (PDB) 208 India (1206)
. Brazil (462
Reference/Representative Genomes [ NI ~o-.on vammai (4355) c::la ((595)) USA (710)
Collection Year
Type « Genome Name
Reference Myxoma virus Lausanne ' Others (4655)
Reference Rabbit fibroma virus Kasza
Reference Variola virus India-1967, ssp. major
” ; 2016 (517)
Reference Molluscum contagiosum virus subtype 1
Reference Melanoplus sanguinipes entomopoxvirus 2014 (486)
2012 (454
Reference Fowlpox virus 2017 (449) S
Reference Amsacta moorei entomopoxvirus
Reference Yaba-like disease virus
Pafmcmmnn | i Aliie dimmman e AL AAAA Naabblio~

Bacteriophages:



=1 Genome List View
L=—=1 GENOMES: ( 18536 Genomes )

——
Overview Seq AMR Ph yp Proteins pecialty Genes | F ys | Subsy
=1
1 ol A/
DOWNLOAD | KEYWORDS ADV Search FILTERS APPLY
D Genome Name Strain GenBank Size CcDS Collection Year Isolation Host Common ©
Accessions Country Name
D Acinetobacter phage MD-2021a 5899STDY€ 5899STDY8049186 CAKLQF020000001,
D Acinetobacter phage MD-2021a 5899STDY¢€ 5899STDY8049191 CAKLQH020000001
[ vibrio phage Xz1 ON000910
D Acinetobacter phage MD-2021a 5899STDY€ 5899STDY8049188 CAKLQC020000001
[:] Acinetobacter phage MD-2021a 5899STDY€ 5899STDY8049193 CAKLQD020000001
D Acinetobacter phage MD-2021a 5899STDYE 5899STDY8049192 CAKLQE020000001
D Pseudomonas phage SoKa OM962999 2019 Tunisia
D Pseudomonas phage Astolliot 0OM982621 Denmark
D Acinetobacter phage MD-2021a 5899STDY€ 5899STDY8049185 CAKLQA020000001
D Klebsiella phage KP1079 0OM630219 2019 Russia
D Pseudomonas phage Almagne OM982619 Denmark
D Escherichia phage JL22 ON018986 2021 China Escherichia coli
D Pseudomonas phage PA_LZ01 OM953790 Pseudomonas
D Stenotrophomonas phage BUCT603B1 0OM913894 China
D Arthrobacter phage BruhMoment 0OM818331 2019 USA
[:] Escherichia phage vB_EcoM-E33 OL780484 Escherichia coli
D Pseudomonas phage Kremar 0OM982620 Denmark
() citrobacter phage Christ ONO041214
[:] Gordonia phage Switzerland OMm818328 2020 USA
D Bacillus phage vB_BauM_KLEB27-3 OM634661 2019 Lithuania
D Aeromonas phage ZPAH14 OM810291 2018 China
O wy jum phage F OM818330 2014 USA
D Escherichia phage BUCT618 OM735461 China Escherichia coli
[T Ferharichia nhane Cv4 0OMa37193 Facharichia cali
1 - 200 of 18536 results <12 3..93)>

Dengue virus:

"T'l Taxon View
- Viruses » Kitrinoviricota » Flasuviricetes » Amarillovirales » Flaviviridae » Flavivirus » Dengue virus ( 39517 Genomes )

——
Overview | Taxonomy | Genomes | Proteins | Protein Structures | Domains and Motifs = Epitopes | Experiments

Taxonomy Summary [ Geromes By Metadata [

Taxon ID 12637

Taxon Name Dengue virus

Taxon Rank species Host Isolation Country
Genomes / Segments 39517 Others (18148)
Protein Coding Genes (CDS) 56901

Mature Peptides 282024 Lab (1359)

3D Protein Structures (PDB) 179 Insect (888)

lammal (52)

Reference/Representative Genomes [ IENGNGTcNzNzIBz " ©® Singapore (3780) ailand (5029)
India (4529) China (4997)
Type « Genome Name
Reference Dengue virus 2 16681 Collection Year
Reference Dengue virus 3
Others (22360)
Reference Dengue virus 1
Reference Dengue virus 4

2013 (3749)

2017 (2933)
2014 (2714)

2015 (2203)

Ebolavirus:



l'T'l Taxon View
L
]

Overview Taxonomy Genomes Proteins

Taxonomy Summary [N Geromes By Metadata [

Taxon ID 186536
Taxon Name Ebolavirus
Taxon Rank genus
Species 7
Genomes / Segments 3969
Protein Coding Genes (CDS) 56600

Mature Peptides 8
3D Protein Structures (PDB) 127

Reference/Representative Genomes [ N N NN

Type « Genome Name
Reference Zaire ebolavirus
Reference Reston ebolavirus
Reference Sudan ebolavirus
Reference Tai Forest ebolavirus
Reference Bundibugyo ebolavirus
Reference Bombali ebolavirus

Enterovirus:
l'T'l Taxon View

Protein Structures | Domains and Motifs

I Viruses » Negarnaviricota » Monijiviricetes » Mononegavirales » Filoviridae » Ebolavirus ( 3969 Genomes )

Epitopes | Experiments

Host Isolation Country
Guinea (428)
Lab (356) Liberia (257)
Democratic Re| Congo
Mammal (319) Others (327)
Human (2979)
Sierra Leone (1528)
Collection Year
2019 (540)
2018 (256)
Others (456)
2015 (874)
2014 (1422)

- Viruses » Pisuviricota » Pisoniviricetes » Picornavirales » Picornaviridae » Enterovirus ( 111358 Genomes )

——
Overview | T: G P

Taxonomy Summary | EEEEEEE G-nomes By Metadata [

Taxon ID 12059
Taxon Name Enterovirus
Taxon Rank genus
Species 484
Genomes / Segments 111358
Protein Coding Genes (CDS) 138240
Mature Peptides 240048

3D Protein Structures (PDB) 264

Reference/Representative Genomes _

Type « Genome Name

Reference Enterovirus D Enterovirus 70

Reference Enterovirus B

Reference Rhinovirus B14

Reference Enterovirus A

Reference Enterovirus E VG-5-27

Reference Enterovirus C Human poliovirus 1 Mahoney
Reference Enterovirus H

Reference Porcine enterovirus 9 UKG/410/73
Pafmmmman Pmmt i b e \ALA

Hepatitis C virus:

Protein Structures | Domains and Motifs

Epitopes | Experiments

Host

Isolation Country

Others (56962)

Lab (2399)
lammal (1935)
Insect (22)
Others (8)

Human (843

France (4028)
Japan (5300) China (30409)
USA (5686)
Collection Year
Others (55357)
n 2014 (9615)
2011 (7221) 2013 (8757)

2010 (7966)



T'TW Taxon View
- Viruses » Kitrinoviricota » Flasuviricetes » Amarillovirales » Flaviviridae » Hepacivirus » Hepacivirus C (259941 Genomes )

I
Overview | Taxonomy Genomes @ Proteins | Protein Structures Domains and Motifs | Epitopes | Experiments

Taxonomy Summary [ Genomes By Metadata [

Taxon ID 11103
Taxon Name Hepacivirus C
Taxon Rank species Host Isolation Country
Genomes / Segments 259941 Others (94781)
Protein Coding Genes (CDS) 323843 Lab (15421)
Mature Peptides 437329 Mammal (921)
3D Protein Structures (PDB) 421 eria (400)
) Others @) nada (15527)
Reference/Representative Genomes || NE|GEGczNEIB - s
China (18563) USA (39229)
Spain (25571
Type « Genome Name pain ( )
Reference Hepatitis C virus genotype 1 Collection Year
Reference Hepatitis C virus genotype 2 HC-J6CH
" ) Others (84484)
Reference Hepatitis C virus genotype 3
Reference Hepatitis C virus genotype 4
Reference Hepatitis C virus genotype 5 EUH1480 2011 (8978)
Reference Hepatitis C virus genotype 6
2009 (8667)

Reference Hepatitis C virus genotype 7

P genotyp 2003 (7356) 2004 (8479)
Reference Hepatitis C virus (isolate H77)

Influenza A virus:

"T'| Taxon View
I Viruses » Negarnaviricota » Insthoviricetes » Articulavirales » Orthomyxoviridae » Alphainfluenzavirus » Influenza A virus ( 810384 Genomes )

——
Overview Taxonomy | Strains | Genomes | Proteins | Protein Structures | Domains and Motifs | Epitopes = Experiments | Surveillance = Serology

Taxonomy Summary | G-nomes By Metadata |

Taxon ID 11320

Taxon Name Influenza A virus

Taxon Rank species Host Isolation Country
Genomes / Segments 810384 Australia (19542)

Protein Coding Genes (CDS) 2173590 Avian (253768) Bl (120876) Canada (23445) Others (251311)
Mature Peptides 666979 China (96356),

3D Protein Structures (PDB) 962 Lab (31415)

hers (9162)

Reference/Representative Genomes _

Type 2 [Genome Name Human (391021) USA (381926)
Reference Influenza A virus (A/Puerto | Collection Year

Rico/8/1934(H1N1))

Others (496224)

Reference Influenza A virus (A/Puerto

Rico/8/1934(H1N1))
Reference Influenza A virus (A/Hong

Kong/1073/99(HON2)) 2017 (75721)
Reference Influenza A virus (A/Hong

Kong/1073/99(HON2)) 2019 (65027) 2009 (75682)

. 2018 (65330)

Reference Influenza A virus

(A/goose/Guangdong/1/1996(H5N1))

Lassa Virus:



"T'l Taxon View

- Viruses » Negarnaviricota » Ellioviricetes » Bunyavirales » Arenaviridae » Mammarenavirus » Lassa mammarenavirus ( 2328 Genomes )

Overview | Taxonomy @ Strains | Genomes Proteins

Protein Structures | Domains and Motifs | Epitopes

Experiments

Taxonomy Summary | G-nomes By Metadata [

Taxon ID 11620

Taxon Name Lassa mammarenavirus
Taxon Rank species

Genomes / Segments 2328

Protein Coding Genes (CDS) 7292

Mature Peptides 796

3D Protein Structures (PDB) 43

Reference/Representative Genomes || NEGEGTG<TNGEEG

Type 4 Genome Name

Reference Lassa mammarenavirus Josiah

Reference Lassa mammarenavirus Josiah
SARS-COV-2

"T1 Taxon View

Host

an Mammal (668)

Lab (37)

Human (1435)

Collection Year

Others (997)

’ 2018 (436)

2012 (176)

2009 (227)

2016 (294)

Isolation Country

Guinea (446)
Sierra Leone (297)
Liberia (83)
Others (69)
Nigeria (1233)

- Viruses » Pisuviricota » Pisoniviricetes » Nidovirales » Coronaviridae » Betacoronavirus » Severe acute respiratory syndrome-related coronavirus » Severe acute res

Overview | Taxonomy Genomes @ Proteins

Protein Structures | Domains and Motifs | Epitopes

Experiments

Taxonomy Summary | NN G-nomes By Metadata [

Taxon ID 2697049

Taxon Name Severe acute respiratory
syndrome coronavirus 2

Taxon Rank no rank

Genomes / Segments 4835457

Protein Coding Genes (CDS) 112323565

Mature Peptides 119965304

3D Protein Structures (PDB) 1414

Reference/Representative Genomes [ NEGTcNEGEIGG

Type 4 Genome Name

Reference Severe acute respiratory syndrome l
coronavirus 2 Wuhan-Hu-1

Representative Severe acute respiratory syndrome
coronavirus 2 SARS-CoV-
2/human/BEL/rega-20174/2021

Representative Severe acute respiratory syndrome
coronavirus 2 strain SARS-CoV-
2/human/USA/VA-DCLS-3388/2021

Representative Severe acute respiratory syndrome

coronavirus 2 strain SARS-CoV-

Zika Virus:

Host

N (%70

Collection Year

2022 (991408)
2020 (272897)
2019 (33)
Others (2)
2021 (3310654)

mmal (271)
Lab (119)

Isolation Country

United Kingdom (18!

rmany (304567)
Switzerland (124125)
rs (168382)

USA (2166145)



r'1.1 Taxon View
- Viruses » Kitrinoviricota » Flasuviricetes » Amarillovirales » Flaviviridae » Flavivirus » Zika virus ( 2217 Genomes )

Overview | Taxonomy | Genomes | Proteins | Protein Structures | Domains and Motifs | Epitopes | Experiments

Taxonomy Summary | NS G-nomes By Metadata [

Taxon ID 64320

Taxon Name Zika virus

Taxon Rank species Host Isolation Country
Genomes / Segments 2217 Others (1052)

Protein Coding Genes (CDS) 6524 Lab (347)

Mature Peptides 27497

3D Protein Structures (PDB) 133 Insect (161)

lammal (28)

Reference/Representative Genomes _

Singapore (122) Brazil (357)

Human (1413) Nicaragua (142)

Thailand (174
Type « Genome Name alland (174)
Reference Zika virus MR 766 Collection Year
o 2017 (119)
Reference Zika virus Natal RGN 2015 (200) 2014 (106)
Others (282)

2016 (1165)



