
BV-BRC Test Report 

S1. Global Search 
 
 

Item to test Genomes Search 

URL https://www.bv-brc.org/, top right on any page 

Prerequisites None 

References https://www.bv-brc.org/docs/quick_references/global_search.html  

Tester(s) Christian Zmasek, Anna Niewiadomska, Rebecca Wattam, Ron Kenyon 

Test date 04-Jan-2022 and 04-Feb-2022 (original-passed), 21-Apr-2022 (follow-up-passed) 

Test result Passed (minor issues reported) 

Overview 

• Test the Global Search using representative search criteria for bacterial and viral data. 

• Test using example Keywords. 

• Test using combinations Data Type and Keywords. 

• Inspect search results to verify that they match search criteria. 

• For viral data, test using representative criteria and verify that returned genome counts are 
comparable with IRD/ViPR.  

Test Results 

• Test results were verified by examination of returned data via inspection, filters, and/or 
comparison with the same search in the legacy PATRIC and IRD/ViPR resources (if present in 
those resources).  

• All searches returned expected data, with results matching search criteria. 

• Search results were comparable between BV-BRC and IRD/ViPR. 
  

  

https://www.bv-brc.org/
https://www.bv-brc.org/docs/quick_references/global_search.html


Keyword: Mycobacterium tuberculosis 
 

 
 
Results:  
 

 
  



Keyword: Mycobacterium tuberculosis 
Data Type: Genomes 
 

 
 
Results: (Genome count matches count above) 
 

 
 
  



Keyword: Mycobacterium tuberculosis 
Data Type: Proteins (features) 
 
Results: (Protein count does not match count above) 
 

  



Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Specialty Genes 
 
Results: (Specialty Genes count matches count above) 
 

 
  



Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Domains and Motifs 
 
Results: (Does not return any results) 
 

  



Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Epitope 
 
Results: (Count matches count above) 
 

 
 
 
  



Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Protein Structures 
 
Results: (Count matches count above) 
 

 
 
  



 
Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Pathways 
 
Results: (Count matches count above) 
 

 
 
  



 
Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Subsystems 
 
Results: (Count matches count above) 
 

 
 
 
  



 
Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Taxa 
 
Results: (Count matches count above) 
 

 
 
 
  



 
Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Experiments 
 
Results: (Count matches count above) 
 

 
 
  



 
Keyword: Mycobacterium tuberculosis H37Rv 
Data Type: Antibiotics 
 
Results: (Count matches count above) 
 

 
 
  



Keyword: Influenza 
 
Results: Counts are comparable, with difference attributable to different data ingestion cycles 
 
BV-BRC: 169,407 strains 

 
 
IRD/ViPR: 160,003 strains 

 
 
 
  



Keyword: Dengue 
 
Results: Counts are comparable, with difference attributable to different data ingestion cycles 
 
BV-BRC:  40,609 genomes 

 
 
IRD/ViPR:  39,279 genomes 

 
 
  



Keyword: Ebolavirus 
 
Results: Counts are comparable, with difference attributable to different data ingestion cycles 
 
BV-BRC:  3,969 genomes 

 
 
 
IRD/ViPR:  3,772 genomes 

 
 
  



Keyword: Enterovirus 
 
Results: Counts are comparable, with difference attributable to different data ingestion cycles 
 
BV-BRC:  111,454 genomes 
 

 
 
IRD/ViPR: 110,559 genomes 
 

 
 
  



Keyword: Lassa 
 
Results: Counts are comparable, with difference attributable to different data ingestion cycles 
 
BV-BRC:  2,384 genomes 

 
 
IRD/ViPR:  2,285 genomes 
 

 
 
  



Keyword: Zika 
 
Results: Counts are comparable, with difference attributable to different data ingestion cycles 
 
BV-BRC:  2,222 genomes 
 

 
 
IRD/ViPR:  2,214 genomes 
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