BV-BRC Test Report

V1. Genome Browser Visualization

Item to test Genome Browser (JBrowse)
URL [Insert URL linking to genome browser for test case]
Prerequisites None
Tester(s) Rebecca Wattam, Zachary Wallace
References https://www.bv-
brc.org/docs/quick_references/organisms_genome/genome_browser.html
Test date 06-Jan-2022 and 10_feb-22 (original - passed), 10-May-2022 (follow-up - passed)
Test Result Passed
Overview
e Test the linear Genome Browser using an example bacterial and viral genome.
e Test genome display.
e Test zoom and pan.
o Test feature flyovers/links.
e Show track show/hide.

Test Results

e Test results were verified by inspection.
e All visualization functions performed as expected.



Genome: [Brucella melitensis bv. 1 str. 16M/224914.11]
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Feature flyovers and links:
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Track show/hide:
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